}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:ace]
name sites sites reticulum |apparatus membrane region
Q8IUD6 RN135_HUMAN [Homo E3 31.053107 S190;S278|NaN 35254053;39894887;30059200 MAGLGLGSAVPVWLAEDDLGCIICQ (True False 4.309 [2.953 |False False False False False
sapiens [ubiquitin- GLLDWPATLPCGHSFCRHCLEALW
protein GARDARRWACPTCRQGAAQQPHLR
ligase KNTLLQDLADKYRRAAREIQAGSDP
RNF135 IAHCPCPGSSSLSSAAARPRRRPELQ

RVAVEKSITEVAQELTELVEHLVDIV
RSLQNQRPLSESGPDNELSILGKAFS
SGVDLSMASPKLVTSDTAAGKIRDIL
HDLEEIQEKLQESVTWKEAPEAQM
QGELLEAPSSSSCPLPDQSHPALRR
IASRFAQWAIHPTFNLKSLSCSLEVS
KDSRTVIVSHRPQPYRWSCERFSTS
QVLCSQALSSGKHYWEVDTRNCSH
IWAVGVASWEMSRDQVLGRTMDSC
CVEWKGTSQLSAWHMVKETVLGSD
RPGVVGIWLNLEEGKLAFYSVDNQE
KLLYECTISASSPLYPAFWLYGLHPG
NYLIIKQVKV




