
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q8IWR0 Z3H7A_HUMAN Homo
sapiens

Zinc
finger
CCCH
domain-
containing
protein	7A

11.496726 S2;S220;S376 T210 34725712;38665916;34019948;303
79171;39531497;40307207;306205
50;35138101;35254053

MSNVSEERRKRQQNIKEGLQFIQSP
LSYPGTQEQYAVYLRALVRNLFNEG
NDVYREHDWNNSISQYTEALNIADY
AKSEEILIPKEIIEKLYINRIACYSNMG
FHDKVLEDCNIVLSLNASNCKALYR
KSKALSDLGRYKKAYDAVAKCSLAVP
QDEHVIKLTQELAQKLGFKIRKAYVR
AELSLKSVPGDGATKALNHSVEDIEP
DLLTPRQEAVPVVSLPAPSFSHEVGS
ELASVPVMPLTSILPLQVEESALPSA
VLANGGKMPFTMPEAFLDDGDMVL
GDELDDLLDSAPETNETVMPSALVR
GPLQTASVSPSMPFSASLLGTLPIGA
RYAPPPSFSEFYPPLTSSLEDFCSSL
NSFSMSESKRDLSTSTSREGTPLNN
SNSSLLLMNGPGSLFASENFLGISS
QPRNDFGNFFGSAVTKPSSSVTPRH
PLEGTHELRQACQICFVKSGPKLMD
FTYHANIDHKCKKDILIGRIKNVEDK
SWKKIRPRPTKTNYEGPYYICKDVAA
EEECRYSGHCTFAYCQEEIDVWTLE
RKGAFSREAFFGGNGKINLTVFKLL
QEHLGEFIFLCEKCFDHKPRMISKR
NKDNSTACSHPVTKHEFEDNKCLV
HILRETTVKYSKIRSFHGQCQLDLCR
HEVRYGCLREDECFYAHSLVELKVW
IMQNETGISHDAIAQESKRYWQNLE
ANVPGAQVLGNQIMPGFLNMKIKFV
CAQCLRNGQVIEPDKNRKYCSAKAR
HSWTKDRRAMRVMSIERKKWMNIR
PLPTKKQMPLQFDLCNHIASGKKCQ
YVGNCSFAHSPEEREVWTYMKENGI
QDMEQFYELWLKSQKNEKSEDIAS
QSNKENGKQIHMPTDYAEVTVDFH
CWMCGKNCNSEKQWQGHISSEKH
KEKVFHTEDDQYCWQHRFPTGYFSI
CDRYMNGTCPEGNSCKFAHGNAEL
HEWEERRDALKMKLNKARKDHLIG
PNDNDFGKYSFLFKDLN

True False 1.532 4.162 False False False False


