UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enl?oplasmlc golgi plasma extr.‘acellular
ID name sites sites reticulum apparatus membrane [region
Q8IWT6 LRC8A HUMAN [Homo \Volume- (39.03173 NaN T200;S202;T215;S21741018975 |MIPVTELRYFADTQPAYRILKPWWD |False True 2.137 |2.731 1.775 1.825 1.443 5.0 2.223
sapiens |regulated \VFTDYISIVMLMIAVFGGTLQVTQDK

anion MICLPCKWVTKDSCNDSFRGWAAP

channel GPEPTYPNSTILPTPDTGPTGIKYDLD

subunit RHQYNYVDAVCYENRLHWFAKYFP

LRRC8A YLVLLHTLIFLACSNFWFKFPRTSSK

LEHFVSILLKCFDSPWTTRALSETVV
EESDPKPAFSKMNGSMDKKSSTVS
EDVEATVPMLQRTKSRIEQGIVDRSE
TGVLDKKEGEQAKALFEKVKKFRTH
\VEEGDIVYRLYMRQTIIKVIKFILIICY
TVYYVHNIKFDVDCTVDIESLTGYRT
YRCAHPLATLFKILASFYISLVIFYGLI
CMYTLWWMLRRSLKKYSFESIREES
SYSDIPDVKNDFAFMLHLIDQYDPLY
SKRFAVFLSEVSENKLRQLNLNNE
WTLDKLRQRLTKNAQDKLELHLFM
LSGIPDTVFDLVELEVLKLELIPDVTI
PPSIAQLTGLKELWLYHTAAKIEAPA
LAFLRENLRALHIKFTDIKEIPLWIYS
LKTLEELHLTGNLSAENNRYIVIDGL
RELKRLKVLRLKSNLSKLPQVVTDV
GVHLQKLSINNEGTKLIVLNSLKKM
ANLTELELIRCDLERIPHSIFSLHNL
QEIDLKDNNLKTIEEIISFQHLHRLT
CLKLWYNHIAYIPIQIGNLTNLERLYL
NRNKIEKIPTQLFYCRKLRYLDLSHN
NLTFLPADIGLLQNLQNLAITANRIE
TLPPELFQCRKLRALHLGNNVLQSL
PSRVGELTNLTQIELRGNRLECLPVE
LGECPLLKRSGLVVEEDLFNTLPPEV
KERLWRADKEQA




