
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q8IWU5 SULF2_HUMAN Homo
sapiens

Extracellular
sulfatase
Sulf-2

35.361231 T106;S124;S185 NaN 40930100;37217939;37340703 MGPPSLVLCLLSATVFSLLGGSSAFL
SHHRLKGRFQRDRRNIRPNIILVLTD
DQDVELGSMQVMNKTRRIMEQGGA
HFINAFVTTPMCCPSRSSILTGKYVH
NHNTYTNNENCSSPSWQAQHESRT
FAVYLNSTGYRTAFFGKYLNEYNGS
YVPPGWKEWVGLLKNSRFYNYTLCR
NGVKEKHGSDYSKDYLTDLITNDSV
SFFRTSKKMYPHRPVLMVISHAAPH
GPEDSAPQYSRLFPNASQHITPSYNY
APNPDKHWIMRYTGPMKPIHMEFT
NMLQRKRLQTLMSVDDSMETIYNM
LVETGELDNTYIVYTADHGYHIGQFG
LVKGKSMPYEFDIRVPFYVRGPNVE
AGCLNPHIVLNIDLAPTILDIAGLDIP
ADMDGKSILKLLDTERPVNRFHLKK
KMRVWRDSFLVERGKLLHKRDNDK
VDAQEENFLPKYQRVKDLCQRAEYQ
TACEQLGQKWQCVEDATGKLKLHK
CKGPMRLGGSRALSNLVPKYYGQGS
EACTCDSGDYKLSLAGRRKKLFKKK
YKASYVRSRSIRSVAIEVDGRVYHVG
LGDAAQPRNLTKRHWPGAPEDQDD
KDGGDFSGTGGLPDYSAANPIKVTH
RCYILENDTVQCDLDLYKSLQAWKD
HKLHIDHEIETLQNKIKNLREVRGH
LKKKRPEECDCHKISYHTQHKGRLK
HRGSSLHPFRKGLQEKDKVWLLRE
QKRKKKLRKLLKRLQNNDTCSMPG
LTCFTHDNQHWQTAPFWTLGPFCA
CTSANNNTYWCMRTINETHNFLFC
EFATGFLEYFDLNTDPYQLMNAVNT
LDRDVLNQLHVQLMELRSCKGYKQ
CNPRTRNMDLGLKDGGSYEQYRQF
QRRKWPEMKRPSSKSLGQLWEGW
EG

False True 1.691 1.941 1.59 5.0 3.83 4.451


