
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q8IWX8 CHERP_HUMAN Homo
sapiens

Calcium
homeostasis
endoplasmic
reticulum
protein

12.05068 S822;S830 T714;S813;S815;S817;T819;S828;S
855;S857;S904

38665916;34019948;33214551;321
19511;34846842;40596516;372179
39;28510447

MEMPLPPDDQELRNVIDKLAQFVAR
NGPEFEKMTMEKQKDNPKFSFLFG
GEFYSYYKCKLALEQQQLICKQQTPE
LEPAATMPPLPQPPLAPAAPIPPAQG
APSMDELIQQSQWNLQQQEQHLLA
LRQEQVTAAVAHAVEQQMQKLLEE
TQLDMNEFDNLLQPIIDTCTKDAISA
GKNWMFSNAKSPPHCELMAGHLR
NRITADGAHFELRLHLIYLINDVLHH
CQRKQARELLAALQKVVVPIYCTSFL
AVEEDKQQKIARLLQLWEKNGYFDD
SIIQQLQSPALGLGQYQATLINEYSSV
VQPVQLAFQQQIQTLKTQHEEFVTS
LAQQQQQQQQQQQQLQMPQMEAE
VKATPPPPAPPPAPAPAPAIPPTTQPD
DSKPPIQMPGSSEYEAPGGVQDPAA
AGPRGPGPHDQIPPNKPPWFDQPHP
VAPWGQQQPPEQPPYPHHQGGPPH
CPPWNNSHEGMWGEQRGDPGWN
GQRDAPWNNQPDAAWNSQFEGPW
NSQHEQPPWGGGQREPPFRMQRPP
HFRGPFPPHQQHPQFNQPPHPHNF
NRFPPRFMQDDFPPRHPFERPPYPH
RFDYPQGDFPAEMGPPHHHPGHRM
PHPGINEHPPWAGPQHPDFGPPPH
GFNGQPPHMRRQGPPHINHDDPSL
VPNVPYFDLPAGLMAPLVKLEDHEY
KPLDPKDIRLPPPMPPSERLLAAVEA
FYSPPSHDRPRNSEGWEQNGLYEFF
RAKMRARRRKGQEKRNSGPSRSRS
RSKSRGRSSSRSNSRSSKSSGSYSRS
RSRSCSRSYSRSRSRSRSRSRSSRSR
SRSQSRSRSKSYSPGRRRRSRSRSPT
PPSSAGLGSNSAPPIPDSRLGEENKG
HQMLVKMGWSGSGGLGAKEQGIQ
DPIKGGDVRDKWDQYKGVGVALDD
PYENYRRNKSYSFIARMKARDECK

True False 1.641 4.693 False 4.0 False


