UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion ent!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q8IX05 CD302_HUMAN Homo CD302 (28.275761 NaN NaN 39894887 MLRAALPALLLPLLGLAAAAVADCPS |False False 1.247 |2.042 1.392 1.25 0.694 2.736 1.767

sapiens antigen STWIQFQDSCYIFLQEAIKVESIEDVR

NQCTDHGADMISIHNEEENAFILDT
LKKQWKGPDDILLGMFYDTDDASFK
WFDNSNMTFDKWTDQDDDEDLVD
TCAFLHIKTGEWKKGNCEVSSVEGT
LCKTAIPYKRKYLSDNHILISALVIAS
TVILTVLGAIIWFLYKKHSDSRFTTVF
STAPQSPYNEDCVLVVGEENEYPVQ
FD




