: P - P -
UniprotkB Entry name |organism [full name |oglcnacscore o.glcnac e rylation PMIDS sequence intracellular |extracellular |cytosol [nucleus jmitochndrion enf.loplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
Q8IX21 SLF2_HUMAN [Homo SMC5- 14.702989 5948 S481;S603;S607;S614 [30379171;34019948 MTRRCMPARPGFPSSPAPGSSPPRC (None None None (None None None None None None
sapiens SMC6 HLRPGSTAHAAAGKRTESPGDRKQS

complex [IDFFKPASKQDRHMLDSPQKSNIKY

localization GGSRLSITGTEQFERKLSSPKESKPK

factor RVPPEKSPIIEAFMKGVKEHHEDHGI

protein 2 HESRRPCLSLASKYLAKGTNIYVPSS

'YHLPKEMKSLKKKHRSPERRKSLFI
HENNEKNDRDRGKTNADSKKQTTV
IAEADIFNNSSRSLSSRSSLSRHHPE
ESPLGAKFQLSLASYCRERELKRLRK
EQMEQRINSENSFSEASSLSLKSSIE
RKYKPRQEQRKQNDIIPGKNNLSNV
ENGHLSRKRSSSDSWEPTSAGSKQ
NKFPEKRKRNSVDSDLKSTRESMIP
KARESFLEKRPDGPHQKEKFIKHIAL
KTPGDVLRLEDISKEPSDETDGSSAG
LAPSNSGNSGHHSTRNSDQIQVAGT
KETKMQKPHLPLSQEKSAIKKASNL
QKNKTASSTTKEKETKLPLLSRVPSA
GSSLVPLNAKNCALPVSKKDKERSS
SKECSGHSTESTKHKEHKAKTNKAD
SNVSSGKISGGPLRSEYGTPTKSPPA
IALEVVPCIPSPAAPSDKAPSEGESSG
NSNAGSSALKRKLRGDFDSDEESLG
'YNLDSDEEEETLKSLEEIMALNFNQ
TPAATGKPPALSKGLRSQSSDYTGH
VHPGTYTNTLERLVKEMEDTQRLDE
LQKQLQEDIRQGRGIKSPIRIGEEDS
TDDEDGLLEEHKEFLKKFSVTIDAIP
DHHPGEEIFNFLNSGKIFNQYTLDL
RDSGFIGQSAVEKLILKSGKTDQIFL
TTQGFLTSAYHYVQCPVPVLKWLFR
MMSVHTDCIVSVQILSTLMEITIRND
TFSDSPVWPWIPSLSDVAAVFFNMG
IDFRSLFPLENLQPDFNEDYLVSETQ
TTSRGKESEDSSYKPIFSTLPETNILN
'VVKFLGLCTSIHPEGYQDREIMLLIL
MLFKMSLEKQLKQIPLVDFQSLLINL
MKNIRDWNTKVPELCLGINELSSHP
HNLLWLVQLVPNWTSRGRQLRQCL
SLVIISKLLDEKHEDVPNASNLQVSV
LHRYLVQMKPSDLLKKMVLKKKAE
QPDGIIDDSLHLELEKQAYYLTYILLH
LVGEVSCSHSFSSGQRKHFVLLCGA
LEKHVKCDIREDARLFYRTKVKDLV
IARTHGKWQEIIQNCRPTQGQLHDFW
VPDS




