UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QB8IXA5 SACA3 HUMAN Homo Sperm 27.691978 NaN NaN 21740066 MVSALRGAPLIRVHSSPVSSPSVSGP |False False 0.957 [1.279 [2.604 0.927 0.998 1.366 4.271
sapiens acrosome RRLVSCLSSQSSALSQSGGGSTSAA
membrane- GIEARSRALRRRWCPAGIMLLALVCL
associated LSCLLPSSEAKLYGRCELARVLHDFG
protein 3 LDGYRGYSLADWVCLAYFTSGFNAA
ALDYEADGSTNNGIFQINSRRWCSN
LTPNVPNVCRMYCSDLLNPNLKDTV
ICAMKITQEPQGLGYWEAWRHHCQ
GKDLTEWVDGCDF




