}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi ! extx:acellu
name sites sites reticulum |apparatus membrane fregion
Q8IX]J9 IASXL1_HUMAN |[Homo Polycomb |35.854505 S199 S501;S503 30397120;21740066;29556021 MKDKQKKKKERTWAEAARLVLENY (True False 3.404 5.0 1.949 1.353 1.599 1.638 1.808
sapiens group SDAPMTPKQILQVIEAEGLKEMRSG
protein TSPLACLNAMLHSNSRGGEGLFYKL
IASXL1 PGRISLFTLKKDALQWSRHPATVEG

EEPEDTADVESCGSNEASTVSGEND
VSLDETSSNASCSTESQSRPLSNPR
DSYRASSQANKQKKKTGVMLPRVVL
TPLKVNGAHVESASGFSGCHADGES
GSPSSSSSGSLALGSAATRGQAEVTQ
DPAPLLRGFRKPATGQMKRNRGEEI
DFETPGSILVNTNLRALINSRTFHAL
PSHFQQQLLFLLPEVDRQVGTDGLL
RLSSSALNNEFFTHAAQSWRERLAD
GEFTHEMQVRIRQEMEKEKKVEQW
KEKFFEDYYGQKLGLTKEESLQQNV
GQEEAEIKSGLCVPGESVRIQRGPAT
RQRDGHFKKRSRPDLRTRARRNLYK
KQESEQAGVAKDAKSVASDVPLYKD
GEAKTDPAGLSSPHLPGTSSAAPDLE
GPEFPVESVASRIQAEPDNLARASAS
PDRIPSLPQETVDQEPKDQKRKSFE
QAASASFPEKKPRLEDRQSFRNTIES
VHTEKPQPTKEEPKVPPIRIQLSRIKP
PWVVKGQPTYQICPRIIPTTESSCRG
WTGARTLADIKARALQVRGARGHHC
HREAATTAIGGGGGPGGGGGGATDE
GGGRGSSSGDGGEACGHPEPRGGP
STPGKCTSDLQRTQLLPPYPLNGEH
TQAGTAMSRARREDLPSLRKEESCL
LQRATVGLTDGLGDASQLPVAPTGD
QPCQALPLLSSQTSVAERLVEQPQL
HPDVRTECESGTTSWESDDEEQGPT
VPADNGPIPSLVGDDTLEKGTGQAL
DSHPTMKDPVNVTPSSTPESSPTDC
LQNRAFDDELGLGGSCPPMRESDT
RQENLKTKALVSNSSLHWIPIPSND
EVVKQPKPESREHIPSVEPQVGEEW
EKAAPTPPALPGDLTAEEGLDPLDSL
TSLWTVPSRGGSDSNGSYCQQVDIE
KLKINGDSEALSPHGESTDTASDFE
GHLTEDSSEADTREAAVTKGSSVDK
DEKPNWNQSAPLSKVNGDMRLVTR
TDGMVAPQSWVSRVCAVRQKIPDSL
LLASTEYQPRAVCLSMPGSSVEATN
PLVMQLLQGSLPLEKVLPPAHDDSM
SESPQVPLTKDQSHGSLRMGSLHGL
GKNSGMVDGSSPSSLRALKEPLLPD
SCETGTGLARIEATQAPGAPQKNCK
AVPSFDSLHPVTNPITSSRKLEEMDS
KEQFSSFSCEDQKEVRAMSQDSNS
NAAPGKSPGDLTTSRTPRFSSPNVIS
FGPEQTGRALGDQSNVTGQGKKLF
GSGNVAATLQRPRPADPMPLPAEIPP
VFPSGKLGPSTNSMSGGVQTPRED
WAPKPHAFVGSVKNEKTFVGGPLKA
NAENRKATGHSPLELVGHLEGMPF
VMDLPFWKLPREPGKGLSEPLEPSS
LPSQLSIKQAFYGKLSKLQLSSTSFN
YSSSSPTFPKGLAGSVVQLSHKANF
GASHSASLSLQMFTDSSTVESISLQC
ACSLKAMIMCQGCGAFCHDDCIGPS
KLCVLCLVVR




