}Jl;l iprotKB Entry name organism [full name loglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi pla
sites reticulum |apparatus me
Q8IY17 PLPL6_HUMAN [Homo Patatin-like  [23.899096 NaN S354;T361;S362;S372;S420;T464 |28411811;29351928;38665916 MEAPLQTGMMGTSSHGLATNSSGA [None None None [None |None None None No1
sapiens [phospholipase KVAERDGFQDVLAPGEGSAGRICGA
domain- QPVPFVPQVLGVMIGAGVAVVVTAV
containing LILLVVRRLRVPKTPAPDGPRYRFRK
protein 6 RDKVLFYGRKIMRKVSQSTSSLVDTS

VSATSRPRMRKKLKMLNIAKKILRIQ
KETPTLQRKEPPPAVLEADLTEGDLA
NSHLPSEVLYMLKNVRVLGHFEKPL
FLELCRHMVFQRLGQGDYVFRPGQ
PDASIYVVQDGLLELCLPGPDGKECV
IVKEVVPGDSVNSLLSILDVITGHQHP
QRTVSARAARDSTVLRLPVEAFSAVF
TKYPESLVRVVQIIMVRLQRVTFLAL
HNYLGLTNELFSHEIQPLRLFPSPGL
PTRTSPVRGSKRMVSTSATDEPRET
PGRPPDPTGAPLPGPTGDPVKPTSLE
TPSAPLLSRCVSMPGDISGLQGGPRS
DFDMAYERGRISVSLQEEASGGSLA
IAPARTPTQEPREQPAGACEYSYCED
ESATGGCPFGPYQGRQTSSIFEAAKQ
ELAKLMRIEDPSLLNSRVLLHHAKA
GTIIARQGDQDVSLHFVLWGCLHVY
QRMIDKAEDVCLFVAQPGELVGQLA
IVLTGEPLIFTLRAQRDCTFLRISKSDF
YEIMRAQPSVVLSAAHTVAARMSPF
IVRQMDFAIDWTAVEAGRALYRQGD
RSDCTYIVLNGRLRSVIQRGSGKKEL
IVGEYGRGDLIGVVEALTRQPRATTV
HAVRDTELAKLPEGTLGHIKRRYPQ
IVVTRLIHLLSQKILGNLQQLQGPFPA
GSGLGVPPHSELTNPASNLATVAILP
VCAEVPMVAFTLELQHALQAIGPTLL
LNSDITRARLGASALDSIQEFRLSGW
LAQQEDAHRIVLYQTDASLTPWTVR
CLRQADCILIVGLGDQEPTLGQLEQ
MLENTAVRALKQLVLLHREEGAGPT
RTVEWLNMRSWCSGHLHLRCPRRL
FSRRSPAKLHELYEKVFSRRADRHS
DFSRLARVLTGNTIALVLGGGGARG
CSHIGVLKALEEAGVPVDLVGGTSIG
SFIGALYAEERSASRTKQRAREWAK
SMTSVLEPVLDLTYPVTSMFTGSAF
NRSIHRVFQDKQIEDLWLPYFNVTT
DITASAMRVHKDGSLWRYVRASMTL
SGYLPPLCDPKDGHLLMDGGYINNL
PADIARSMGAKTVIAIDVGSQDETDL
STYGDSLSGWWLLWKRLNPWADKV
KVPDMAEIQSRLAYVSCVRQLEVVK
SSSYCEYLRPPIDCFKTMDFGKFDQI
[YDVGYQYGKAVFGGWSRGNVIEKM
LTDRRSTDLNESRRADVLAFPSSGF
TDLAEIVSRIEPPTSYVSDGCADGEE
SDCLTEYEEDAGPDCSRDEGGSPEG
IASPSTASEMEEEKSILRQRRCLPQEP
PGSATDA




