
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8IYB7 DI3L2_HUMAN Homo
sapiens

DIS3-like
exonuclease
2

30.025697 NaN S31;S173;S875 39894887;23301498 MSHPDYRMNLRPLGTPRGVSAVAG
PHDIGASPGDKKSKNRSTRGKKKSIF
ETYMSKEDVSEGLKRGTLIQGVLRIN
PKKFHEAFIPSPDGDRDIFIDGVVAR
NRALNGDLVVVKLLPEEHWKVVKP
ESNDKETEAAYESDIPEELCGHHLP
QQSLKSYNDSPDVIVEAQFDGSDSE
DGHGITQNVLVDGVKKLSVCVSEKG
REDGDAPVTKDETTCISQDTRALSEK
SLQRSAKVVYILEKKHSRAATGFLKL
LADKNSELFRKYALFSPSDHRVPRIY
VPLKDCPQDFVARPKDYANTLFICRI
VDWKEDCNFALGQLAKSLGQAGEIE
PETEGILTEYGVDFSDFSSEVLECLP
QGLPWTIPPEEFSKRRDLRKDCIFTI
DPSTARDLDDALSCKPLADGNFKVG
VHIADVSYFVPEGSDLDKVAAERATS
VYLVQKVVPMLPRLLCEELCSLNPM
SDKLTFSVIWTLTPEGKILDEWFGRT
IIRSCTKLSYEHAQSMIESPTEKIPAK
ELPPISPEHSSEEVHQAVLNLHGIAK
QLRQQRFVDGALRLDQLKLAFTLDH
ETGLPQGCHIYEYRESNKLVEEFML
LANMAVAHKIHRAFPEQALLRRHPP
PQTRMLSDLVEFCDQMGLPVDFSSA
GALNKSLTQTFGDDKYSLARKEVLT
NMCSRPMQMALYFCSGLLQDPAQF
RHYALNVPLYTHFTSPIRRFADVLVH
RLLAAALGYRERLDMAPDTLQKQAD
HCNDRRMASKRVQELSTSLFFAVLV
KESGPLESEAMVMGILKQAFDVLVL
RYGVQKRIYCNALALRSHHFQKVGK
KPELTLVWEPEDMEQEPAQQVITIFS
LVEVVLQAESTALKYSAILKRPGTQG
HLGPEKEEEESDGEPEDSSTS

False False 1.453 1.453 False False False False False


