UniprotkB Entry name organism [full name oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol \nucleus jmitochndrion enc.loplasmlc golgi plasma extr‘acellular
ID sites sites reticulum apparatus  membrane region
Q81273 RUSD2 _HUMAN [Homo Pseudouridylate NaN S68;T477 29485866 MWLDRRGWLRVLGHWRYDLRRPS |False False 1.986 [3.295 |1.86 0.555 0.969 0.915 0.797

sapiens |synthase

RPUSD2

FTRTWSGDKGPMAETVSTQVGTEG
GLRASHQQNGDAGGDAKVELSPGP
PKPAGREVEPAPVGGEHPSAAAPGP
GKHKKRRGATRERVVPPPKKRRTGV
SFGDEHFAETSYYFEGGLRKVRPYYF
DFRTYCKGRWVGHSLLHVFSTEFRA
QPLAYYEAAVRAGRLQLNEKPVQDL
NIVLKDNDFLRNTVHRHEPPVTAEPI
RLLAENEDVVVVDKPSSIPVHPCGR
FRHNTVIFILGKEHQLKELHPLHRL
DRLTSGVLMFAKTAAVSERIHEQVR
DRQLEKEYVCRVEGEFPTEEVTCKE
PILVVSYKVGVCRVDPRGKPCETVFQ
RLSYNGQSSVVRCRPLTGRTHQIRV
HLQFLGHPILNDPIYNSVAWGPSRG
RGGYIPKTNEELLRDLVAEHQAKQS
LDVLDLCEGDLSPGLTDSTAPSSELG
KDDLEELAAAAQKMEEVAEAAPQEL
DTIALASEKAVETDVMNQETDPLCA
ECRLVRQDPLPQDLVMFLHALRYKG
PGFEYFSPMPAWAQDDWQKD




