UniprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8JGWO0 'TSPAB_DANRE [Danio Thrombospondin- (26.412228 NaN NaN 40044042 MAGTMHLLTAVSLILMLSSANAEST |NaN NaN NaN |NaN NaN NaN NaN NaN None
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VYNLLTSPDCLPDLLHGGLAEQGVT
ELYILTTFRIQPGTGNTIFSLYNPRDN
SKYFEFSVFGKANKAILRYLRRDGR
MSAVTFNKLNLADGEKHRLLFHLK
GLEVGHPGGFPHSQGALPVPGVELH
LDCRLVETLRDLPAVFNGLNNHQAV
ELKTMQGKAQEGLEELKLAYGDSVE
NVASLQDCHTQSDSVQALGLNTKQL
TTQMLELTKVINELKDVLIQQVKETS
FLRNTISECQACGLSGAEVVKPKCAP
GVCFRDDMCIETAEGVECGPCPDGY
TGDGYSCDDVDECQFNPCFPGVRCV
NMAPGFRCEACPLGFTGKPLEGVGV
AYAQTHKQVCDDIDECKGPDNGGCT
ANSICVNSVGSYQCGRCKTGFTGDQ
IRGCKPEKSCGNRLQNPCDPNAQCT
EERDGTITCQCGIGWAGNGYLCGKD
TDIDGYPDERLRCRDPTCRKDNCVT
VPNSGQEDADGDGKGDACDPDADG
DGILNEQDNCWLTPNINQQNSDKD
SHGDACDNCVRVDNPDQRDTDSDG
LGDACDDDMDGDGLKNFLDNCQR
'VKNRDQLDRDGDGVGDACDSCPDIP
NPNQSDIDNDLVGDSCDTNQDSDG
DGHQDSKDNCPMVINSSQLDTDKD
GIGDECDDDDDNDGIPDSLPPGPDN
CRLVPNPEQIDDNNDGVGDICESDF
DQDKVIDRIDNCPENAEITLTDFRAY
QTVVLDPEGDAQIDPNWVVLNQGM
EIVQTMNSDPGLAVGYTAFSGVDFE
GTFHVNTVIDDDYAGFIFGYQDSSS
FYVVMWKQTEQTYWQATPFRAVAE
PGIQLKAVKSKTGPGEHLRNSLWHT
GDTNDQVRLLWKDPRNVGWKDKVS
YRWYLQHRPQVGYIRVRFYEGTELV
ADSGVTIDTTMRGGRLGVFCFSQEN
IIWSNLKYRCNDTIPEDFQEFSTQHG
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