UniprotKB Entry name organism full oglcnacscore °g lcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane [region
Q8JHI7 Q8JHI7_DANRE |Danio T- 26.412228 NaN NaN 40044042 MMGRPVLVLSQNIKRESGRKVQIGN |NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio complex ISAAKTIADIIRTCLGPRAMMKMLLD

protein PMGGIVMTNDGNAILREIQVQHPAA

1 KSMIEISRTQDEEVGDGTTSVIILAGE

subunit MLSVAEQFLEQQMHPTVVIGAYRQA

gamma LDDMLNILKDISTPVDVSNRDMMLK

IINSAINTKALSRWSTLACNIALDAV
RTVELDENGREEIDIKKYAKVEKVPG
GIIEDSCVLRGVMVNKDVTHPRMRR
LIKNPRIVLLDCSLEYKKGESQTDIEI
AREEDFARILQMEEEYVQQICEDIIR
LKPDLIFTEKGISDLAQHYLMKANIT
AIRRIRKTDNNRIARACGARIASRTD
ELTENDVGTGTGLFEVKKIGDEYFTF
VTECKDPKACTILLRGASKEILAEVE
RNLQDAMQVCRNVLLDPYLLPGGG
AVEMEVSHRLTERSRAMTGVEQWP
[YRAVAQALEVVPRTLIQNCGASAIRV
LTSLRAKHTQEGNSSWGVNGETGT
LADMEQLGIWEPLAVKAQTYKTAVE
TAILLLRIDDIVSGHKKKGDGEQTGG
APMEDRE




