UniprotkB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8JHW2 'TSP3A_DANRE [Danio Thrombospondin- [26.412228 NaN NaN 40044042 MEQMFVHIWVSLVVLMSVWSAQSD |[NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio 3a KKQDVPVIDVLGLEDVKQTVAAVEK

LSLALKTLSDVYVMSTFRLPPKLGGV
LLGLYNKQDNKKYLEVAIMSKINKV
LVRYVREDGKLHTVNMQSPNVADG
RPQSLILRVGGLRREYLSLELYVNCR
LADSAQRLPPLVDLPRDAELVEIRNG
HKAYARMQGSMDTLKLALGGTVAQ
IAGALTDCPFQGDASSYNIVNGEVNSI
LGDHTKALIGQLIIFNQILGELREDIR
EQVKEMSLVRNAILECQMCGFHEP
RSRCQPNPCFKGVSCMETFEYPGYR
CGPCPDGMTGNGTHCQDIDECSEA
QPCYTPGACVNTARGFTCESCPPGM
WGPPLSGVGVEYAKSHRQECSDIDE
CVDLANACTPNSVCINIIGSFRCGQC
KTGYVGNQTAGCFPRKSCSSLSFNP
CDANAHCVMQRNGDVSCACNVGW
IAGNGHTCGKDTDIDGYPDRSLPCM
DNHKHCRQDNCVYTPNSGQEDAD
NDGIGDQCDEDADGDGIKNVEDNC
RLVSNKDQQNSDTDSFGDACDNCP
TVPNIDQKDTDSNGEGDACDDDIDG
DGIQNVLDNCPKVPNPMQTDRDRD
GVGDACDSCPEISNPMQTDVDNDL
'VGDVCDTNQDTDGDGHQDTRDNCP
DIPNSSQLDSDNDGIGDDCDEDDDN
DGIPDNHAINGIGPDNCRLISNPNQ
KDSDSNGVGDVCENDFDNDSVMDL
IVDVCPESAEVTLTDFRAYQTVILDPE
GDAQIDPNWVVLNQGMEIVQTMNS
DPGLAVGYTAFNGVDFEGTFHVNTV
TDDDCAGSIFGYQDSSSFYVVMWKQ
TEQTYWQSIPFRAMAEPGLQLKAVK
SRTGPGEFLRNALWHAGDTDGEVK
LLWKDPRNVGWLDKTSYRWQLSHR
PQVGYIRVKLYEGSEMVADSDVVIDT
SMRGGRLGVFCFSQENIIWSNLRYR

CNDTVPEDFSSHRKQVLMHIKV




