UniprotKB Entry name organism |full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi pla
ID sites sites reticulum apparatus me
Q8JZK9 HMCS1_MOUSE Mus Hydroxymethylglutaryl-|34.463374 NaN S4;S495;S516 34887587;24788674;25153642;375 |MPGSLPLNAEACWPKDVGIVALEIYF [None None None [None |None None None No1

musculus

CoA synthase,
cytoplasmic

07081;28135057;28528544;341053
48

PSQYVDQAELEKYDGVDAGKYTIGL
GQARMGFCTDREDINSLCLTVVQKL
MERHSLSYDCIGRLEVGTETIIDKSK
SVKSNLMQLFEESGNTDIEGIDTTN
IACYGGTAAVFNAVNWVESSSWDGR
IYALVVAGDIAIYATGNARPTGGVGAV
IALLIGPNAPLIFDRGLRGTHMQHAY
DFYKPDMLSEYPVVDGKLSIQCYLSA
LDRCYSVYRKKIRAQWQKEGKDKDF
TLNDFGFMIFHSPYCKLVQKSLARM
FLNDFLNDQNRDKNSIYSGLEAFGD
IVKLEDTYFDRDVEKAFMKASSELFN
QKTKASLLVSNQNGNMYTSSVYGSL
IASVLAQYSPQQLAGKRVGVFSYGSG
LAATLYSLKVTQDATPGSALDKITAS
LCDLKSRLDSRTCVAPDVFAENMKL
REDTHHLANYIPQCSIDSLFEGTWYL
IVRVDEKHRRTYARRPFTNDHSLDEG
MGLVHSNTATEHIPSPAKKVPRLPA
TSAESESAVISNGEH




