UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_acellular
ID mame sites sites reticulum |apparatus membrane region
Q8]ZQ2 IAFG32_MOUSE Mus IAFG3- |25.942739 NaN NaN 34678516;37507081;36288343 MAHRCLLLWSRGGCRRGLPPLLVPR [True False 2.566 [1.955 (5.0 1.389 0.657 2.048 0.909
musculus [like GCLGPDRRPCLRTLYQYATVQTASS
protein RRSLLRDVIAAYQRFCSRPPKGFEKY

2

FPNGKNGKKASEPKEAVGEKKEPQP
SGPQPSGGAGGGGGKRRGKKEDSH
WWSRFQKGDFPWDDKDFRMYFLW
TALFWGGVMIYFVFKSSGREITWKD
FVNNYLSKGVVDRLEVVNKRFVRVT
FTPGKTPVDGQYVWFENIGSVDTFER
NLETLQQELGIEGENRVPVVYIAESD
GSFLLSMLPTVLIIAFLLYTIRRGPAGI
GRTGRGMGGLFSVGETTAKVLKDEI
DVKFKDVAGCEEAKLEIMEFVNFLK
NPKQYQDLGAKIPKGAILTGPPGTGK
TLLAKATAGEANVPFITVSGSEFLEM
FVGVGPARVRDLFALARKNAPCILFI
DEIDAVGRKRGRGNFGGQSEQENTL
NQLLVEMDGFNTTTNVVILAGTNRP
DILDPALLRPGRFDRQIFIGPPDIKGR
IASIFKVHLRPLKLDSALEKDKLARKL
IASLTPGFSGADVANVCNEAALIAAR
HLSDAINEKHFEQAIERVIGGLEKKT
QVLQPEEKKTVAYHEAGHAVAGWYL
EHADPLLKVSIIPRGKGLGYAQYLPK
EQYLYTKEQLLDRMCMTLGGRVSEE
IFFGRITTGAQDDLRKVTQSAYAQIV
QFGMNEKVGQISFDLPRQGDMVLE
KPYSEATARMIDDEVRILISDAYRRT
\VALLTEKKADVEKVALLLLEKEVLDK
NDMVQLLGPRPFTEKSTYEEFVEGT
GSLDEDTSLPEGLQDWNKEREKEE
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