UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8K0G8 ESRP2_MOUSE [Mus Epithelial [38.223321 NaN S83;5S563 40997131 MTPPPPPPPPPGPDPAVDSATDPCPE [True False 2.523 |4.592 1.021 0.685 False 1.233 1.178
musculus |splicing PQSLVVLFGATAGALGPDLGSDETD
regulatory LILLVWQVVEPRSRQVGTLHKSLVR
protein 2 AEAAALSPQCREASGLSADSLARAES

LDKVLQQFSQLVSGDVALLGGGPYV
LCTDGQQLLRQVLHPEASRKNLVLP
DTFFSFYDLRREFHMQHPSTCSARD
LTVGTMAQDLGLETDATEDDFGVW
EVKTMVAVILHLLEGSNGQLFSKPE
'VVKQKYETGPCSKADVVDNETVVRA
RGLPWQSSDQDVARFFKGLNIARGG
VALCLNAQGRRNGEALIRFVDSEQR
DLALQRHKHHMGVRYIEVYKATGEE
FVKIAGGTSLEVARFLSREDQVILRL
RGLPFSAGPTDVLGFLGPECPVTGG
ADGLLFVRHPDGRPTGDAFALFACE
ELAQAALRRHKGMLGKRYIELFRST
AAEVQQVLNRYAASPLLPTLTAPLLP
IPFPLAGGTGRDCVRLRGLPYTATIE
DILSFLGEAAADIRPHGVHMVLNQQ
GRPSGDAFIQMMSVERALAAAQRC
HKKMMKERYVEVVPCSTEEMSRVL
MGGSLSRSGLSPPPCKLPCLSPPTYA
TFQATPALIPTETTALYPSSALLPAAR
VPAAATPLAYYPGPATQLYMNYTAYY
PSPPVSPTTVGYLTTPPTALASTPTT
MLSQPGALVRMQGVPYTAGMKDLL
SVFQAYQLAPDDYTTLMPVGDPPRT
VLQAPKEWVCL




