}Jl;l iprotkB Entry name |organism full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus membrane region
Q8KOH5 TAF10_MOUSE |Mus Transcription 38.223321 NaN S44;T48 40997131 MSCSGSGADPEAATACAASVAGPAP |True False 1.883 |5.0 1.124 1.351 1.016 0.998 1.334
musculus |initiation LVSAPAALPTSTAAESKASPAGTAGG
factor TFIID PVAGVATAGTGPVAARAGEPAERRG
subunit 10 PASVAAGGAAPPEGAMSNGVYALPS

IAANGEVKPVVSSTPLVDFLMQLEDY
TPTIPDAVTGYYLNRAGFEASDPRIIR
LISLAAQKFISDIANDALQHCKMKGT
IASGSSRSKSKDRKYTLTMEDLTPAL
SEYGINVKKPHYFT




