
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q8K0T0 RTN1_MOUSE Mus
musculus

Reticulon-
1

46.484663 S275 S13;S70;S327;S350;S352;S487 33300544;22645316;40885482;358
22049

MAAPPDLQDEPLSLGSPGSQWFGG
RGDGEDEATAVMGARPAQQDGEPA
WGSGAGAGVTSSRELCSGPARSPPV
AMETASTGMAAVPDALDHSPSSTLK
DGEGACYTSLISDVCYPPREDSAYFT
GILQKENGHITTSESPEEPETPGPSL
PEVPGMEPQGLLSSDSGIEMTPAES
TEVNKILADPLDQMKAEAYKYIDITR
PQEAKGQEEQHPGLEDKDLDFKDK
DTEVSTKAEGVRAPNQPAPVEGKLIK
DHLFEESTFAPYIDELSDEQHRVSLV
TAPVKITLTEIEPPLMTATQETIPEKQ
DLCLKPSPDTVPTVTVSEPEDDSPGS
VTPPSSGTEPSAAESQGKGSVSEDEL
IAAIKEAKGLSYETTESPRPVGQVAD
KPKTKTRSGLPTIPSPLDQEASSAES
GDSEIELVSEDPMASEDALPSGYVSF
GHVSGPPPSPASPSIQYSILREEREA
ELDSELIIESCDASSASEESPKREQD
SPPMKPGALDAIREETGSRATEERAP
SHQGPVEPDPMLSFAPAAALQSRPE
PSSGDGASVPEPPRSQQQKPEEEAV
SSSQSPTATEIPGPLGSGLMPPLPFF
NKQKAIDLLYWRDIKQTGIVFGSFLL
LLFSLTQFSVVSVVAYLALAALSATIS
FRIYKSVLQAVQKTDEGHPFKAYLEL
EITLSQEQIQKYTDCLQLYVNSTLKE
LRRLFLVQDLVDSLKFAVLMWLLTY
VGALFNGLTLLLMAVVSMFTLPVVY
VKHQAQVDQYLGLVRTHINTVVAKI
QAKIPGAKRHAE

False True 2.167 3.582 1.713 5.0 3.619 2.293


