UniprotkB Entry name organism [full name oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus [mitochndrion |~ ¥ ic|golgi - extl"acellular
ID sites sites reticulum apparatus membrane [region
Q8K154 Q8K154 MOUSE |Mus UDP- 38.223321 NaN NaN 40997131 MPVKMTAALLLLLLQLSGFFGSGTG |True True 2.191 |4.481 2.175 4.521 2.92 2.572 2.082

musculus

glucuronosyltransferase

GKVLVWPMEFSHWLNLKTILDELLK
KGHEVMVLRPSASLSYEVDNTSAIE
FETYPTSYSLSELEEIFWESLKKYIYE
LPKQSFWGYFLMLQEMVWVDSKYF
ESLCKDVVFNKELMTKLQKSRFDVI
LADPFIPCGDLLAEVLKIPLVYSLRFF
PGSTYEKYSGGLPLPPSYVPVVMSEL
SDRMTFMERVRNVIYMLCFDFWFQ
TFNEKNWNQLYTEVLGRPTTLSETM
IAKADIWLIRTYWDLEFPHPVLPNFD
FIGGLHCRPAKPLPKEIEDFVQSSGE
HGVVVFSLGSMVGSITEERANVIAA
GLAQIPQKVLWRFEGKKPETLGSNT
RLYKWIPQNDLLGHSKTRAFITHGG
TNGIYEAIYHGIPVVGIPLFGDQYDNI
\VHLKAKGAAVRLDFLTMSSTDLHTA
LKTVTNDPSYKENAMRLSRIHHDQP
VKPLDRAVFWIEFVMRHKGAKHLRV
IAAHDLSWVQYHSLDVLGFLLACVLT
VMFILKKCCLFCCQKLTKAGRKKKG
E




