UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular|cytosol nucleus mitochndrion eru!oplasmlc golgi [plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

Q8K157 GALM_MOUSE Mus Galactose (23.627151 NaN S14 37453647 MVSVTRTVFGELPSGGGTVEKFQLR |False False 2.71 1.388 [1.563 1.11 1.0 1.131 1.241
musculus |[mutarotase SDQLSVDIISWGCTITALQVKDRQGK

ASDVVLGFAELEGYLQKQPYFGAVV
GRVANRIAKGRFTIGGKEYHLPVNR
EPNSLHGGFTGFDKVLWTPQVLTN
GVQFFRVSPDGEEGYPGELKVWVTY
TLDGGELVINYRAQASQTTPVNLTN
HSYFNLAGQGSPNIYDHEVTIAADAY
LPVDETLIPTGVIAPVEGTAFDLRKPV
ELGTHLQDYHIHGFDHNFCLKESKE
KKFCARVRHAASGRILEVYTTQPGV
QFYTGNFLDGTLKGKNGAVYPKHSG
LCLETQNWPDSVNQPQFPPALLRPG
EEYNHTTWFKFSVA




