UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em.ioplasmlc golgi plasnia
ID name sites sites reticulum pparatus an(
Q8K1M6 |[DNM1L _MOUSE Mus Dynamin- 45.62983 T591;T592 (S529;S607;S616;S637 |28135057;28528544;40684658;347 MEALIPVINKLQDVFNTVGADIIQLP (True False 5.0 0.375 5.0 2.562 3.0 3.0
musculus (1-like 05256;33300544;39627609;347643 |QIVVVGTQSSGKSSVLESLVGRDLLP
protein 59;22645316 RGTGVVTRRPLILQLVHVSPEDKRKT

TGEENGVEAEEWGKFLHTKNKLYT
DFDEIRQEIENETERISGNNKGVSPE
PIHLKVFSPNVVNLTLVDLPGMTKV
PVGDQPKDIELQIRELILRFISNPNSII
LAVTAANTDMATSEALKISREVDPD
GRRTLAVITKLDLMDAGTDAMDVL
MGRVIPVKLGIIGVVNRSQLDINNKK
SVTDSIRDEYAFLQKKYPSLANRNGT
KYLARTLNRLLMHHIRDCLPELKTRI
NVLAAQYQSLLNSYGEPVDDKSATL
LQLITKFATEYCNTIEGTAKYIETSEL
CGGARICYIFHETFGRTLESVDPLGG
LNTIDILTAIRNATGPRPALFVPEVSF
ELLVKRQIKRLEEPSLRCVELVHEE
MQRIIQHCSNYSTQELLRFPKLHDAI
IVEVVTCLLRKRLPVTNEMVHNLVAI
ELAYINTKHPDFADACGLMNNNIEE
QRRNRLARELPSAGSRDKSSKVPSA
LAPASQEPPPAASAEADGKLIQDNRR
ETKNVPSAGGGIGDGGQEPTTGNW
RGMLKTSKAEELLAEEKSKPIPIMPA
SPQKGHAVNLLDVPVPVARKLSARE
QRDCEVIERLIKSYFLIVRKNIQDSVP
KAVMHFLVNHVKDTLQSELVGQLY
KSSLLDDLLTESEDMAQRRKEAAD

MLKALQGASQIIAEIRETHLW




