}11;1 iprotKB Entry organism [full name |oglcnacscore O.glcnac p.h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion em.mplasmlc golgi plasma eth:acellular
name sites sites reticulum |apparatus membrane [region
Q8K1M8 BRNP2 RAT [Rattus BMP/retinoic [23.439218 NaN NaN 38843836 MRWPCSSRFRGLWPEAAPWAVLLA [False False False [0.094 False 0.094 0.281 1.227 3.938
norvegicus |acid- LGVPGWVLAVSATVAAVVPEQHVSS

inducible IAGQAPLDWLLTDRGPFHRAQEYADF

neural- MERYRQGFTTRYRIYREFARWKVNN

specific LALERKDFFSLPLPLAPEFVRNIRLL

[protein 2 GRRPNLQQVTENLIKKYGTHFLLSA

TLGGEESLTIFVDKRKLSRKSETLGG
IVPVVGGTGNSSAVSLETLHQLAASY
FIDRESTLRRLHHIQIATGAIKVTETR
TGPLGCSNYDNLDSVSSVLVQSPEN
KVQLLGLQVLLPEHLRERFVAAALSY
ITCSSEGELVCRENDCWCKCSPTFP
ECNCPDADIQAMEDSLLQIQDSWAT
HNRQFEESEEFQTLLKRLPSDRFLN
STAISQYWTMDANLQHRYQQLGASL
KVLLKKMHRIVRRLFNLCKRCHRQP
RFRLPKERSLSFWWNRIQSLLYCGE
STFPGTFLEQSHSCTCPYDQSSCQG
PIPCALGEGPACAHCASDNTTRCGS
CNPGYVLAQGLCRPEVAESLENFLG
LETDLQDLELKYLLQKRDSRIEVHSI
FISNDMRLGSWFDPSWRKRMLLTL
KSNKYKPGLVHVMLALSLQICLTKN
STLEPVMAIYVNPFGGSHSESWFMP
IVNEGSFPDWERTNVDAAAQCQNWT
ITLGNRWKTFFETVHVYLRSRIKSLD
DSSNETIYYEPLEMTDPSKNLGYMKI
NTLQVFGYSLPFDPDAIRDLILQLDY
PYTQGSQDSALLQLIELRDRVNQLSP
PGKVRLDLFSCLLRHRLKLANNEVG
RIQSSLRAFNSKLPNPVEYETGKLCS




