
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8K224 NAT10_MOUSE Mus
musculus

RNA	cytidine
acetyltransferase

25.161187 NaN T716;S934;S984;S987 34887587 MNRKKVDNRIRILIENGVAERQRSL
FVVVGDRGKDQVVILHHMLSKATVK
ARPSVLWCYKKELGFSSHRKKRMR
QLQKKIKSGTLNLKQDDPFELFVAAT
NIRYCYYNETHKILGNTFGMCVLQD
FEALTPNLLARTVETVEGGGLVVILL
RTMNSLKQLYTMTMDVHSRYRTEA
HQDVVGRFNERFILSLASCKKCLVID
DQLDILPISSHVASIEALPPQAPDENL
SPAALELLELKESLQDTQPVGVLVDC
CKTLDQAKAVLKFIEGISEKTLRSTV
ALTAARGRGKSAALGLAIAGAVAFGY
SNIFVTSPSPDNLHTLFEFVFKGFDA
LQYQEHLDYEIVQSLNPEFNKAVIRV
NVFREHRQTIQYIHPADAVKLGQAE
LVVIDEAAAIPLPLVKSLLGPYLVFMA
STINGYEGTGRSLSLKLIQQLRQQSA
QSQVSTTAENKTTTTARLASARTLH
EVSLQESIRYAPGDAVEKWLNDLLC
LDCLNITRIVSGCPLPEACELYYVNR
DTLFCYHKASEVFLQRLMALYVASH
YKNSPNDLQMLSDAPAHHLFCLLPP
VPPTQNALPEVLAVVQVCLEGEISRQ
SILNSLSRGKKASGDLIPWTVSEQFQ
DPDFGGLSGGRVVRIAVHPDYQGMG
YGSRALQLLQMYYEGKFPCLEEKVL
ETPQEIRTVSSEAVSLLEEVITPRKDL
PPLLLKLNERPAERLDYLGVSYGLTP
RLLKFWKRAGFVPVYLRQTPNDLTG
EHSCIMLKTLADEDEAEQGAWLAAF
WKDFRRRFLALLSYQFSTFSPALSL
NIIQNRNVAKSALPALGREHLEALFL
PYDLKRLEMYSRNMVDYHLIMDLIP
AISRLYFLNQLGDLSLSAAQSALLLGI
GLQHKSVDQLEKEIELPSGQLMGLF
NRIIRKVVKLFNDVQEKAIEEQMVAV
KDVVMEPTMKTLSDDLDEAAKEFQ
EKHKKEVGKLKDMDLSQYVIRGDDE
EWNEVLSKAGQNASIVSLKSDKKRK
LETKQEPKQSKKLKKRDNNRKDMK
LKRKK

False False 2.443 3.774 2.119 1.209 0.792 1.043 0.914


