
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8K285 FCHO1_MOUSE Mus
musculus

F-BAR
domain
only
protein
1

25.685855 NaN S295;S343;S368;S518;S600 39627609 MSYFGEHFWGDKNHGFEVLYHCVK
QGPVATKELADFIRERANIEETYSKA
MAKLSKLASNGTPMGTFAPLWEVF
RVSSDKLALCHLELTRKLHDLLKDV
LRYGEEQLKTHKKCKEEVLGTVDAV
QMLSGVGQLLPKSRENYLSRCMDL
ERLRRENTSQKEMDKAETKSKKAA
DSLRRSVDKYNSARADFEIKMLDSA
LRFQAMEEAHLQHMKALLGSYAHS
VEDTHVQIGQVHEEFKQNVENVTV
DMLLRKFAESKGTGREKPGPLDFDA
YSSAALQEAMKRLRGAKAFRLPGLS
RREPRASVDFLESDSGVPPEVDDEG
FTVRPDISQNNGAEPPRFSSSDSDF
DDEEPRKFYVHIKPAPTRAVACSSEA
AAAQLRATAGSLILPPGPGGTMKRH
SSRDTSGKPQRPRSAPRTGSCAEKP
LASEEPLSKSLFGPPLESAFDHDDFT
GSSSLGFTSSPSPFSSSSPENVEDSG
LDSPSHAAPGPSPESWVPRPGTPQS
PPTCRAQHPEPRGLMPRAPSPGPWG
PEGGADSLTPADPTREGLAATLRRPR
SRKVSCPLTRSNGDLCRSLSPSPLGS
SAPTIPPDRPSFSTQMGHGISRGPSP
VVLGSQDALPVATAFTEYVHAYFRG
HSPSCLARVTGELTMTFPAGIVRVFS
GTPPPPVLSFRLVNTAPVEHFQPNA
DLIFSDPSQSDPETKDFWLNMAALT
EALQHQAEQNPTASYYNLVLLRYQF
SRPGPESVPLQMSAHWQCGPTLTRV
SVEYSYRAGATAVSTPLTNVQILLPV
GEPVTSVRLQPAATWNTEEKRFTWK
LPDVCEAGGSGHLSASWQPQSGPST
PSPVAAQFTSEGATLSGLDLELLGGG
YRMSLVKRRFATGMYLVSC

False False 3.597 3.778 0.606 0.871 1.15 4.346 0.93


