}Jl;l iprotKB Entry name |organism full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma ©
sites sites reticulum |apparatus membrane r
Q8K2B3 SDHA_MOUSE Mus Succinate 32.220056 NaN T215 37507081;37453647;29187734;348 |MAGVGAVSRLLRGRRLALTGAWPGT |True False 0.516 [2.281 |5.0 False False False F
musculus |dehydrogenase 87587;33300544;36288343;399279 |LQKQTCGFHFSVGENKKASAKVSDA
[ubiquinone] 85 ISTQYPVVDHEFDAVVVGAGGAGLR
flavoprotein AAFGLSEAGFNTACLTKLFPTRSHTV
subunit,

mitochondrial

AAQGGINAALGNMEEDNWRWHFY
DTVKGSDWLGDQDAIHYMTEQAPA
SVVELENYGMPFSRTEDGKIYQRAF
GGQSLKFGKGGQAHRCCCVADRTG
HSLLHTLYGRSLRYDTSYFVEYFALD
LLMENGECRGVIALCIEDGSIHRIRA
KNTVIATGGYGRTYFSCTSAHTSTGD
GTAMVTRAGLPCQDLEFVQFHPTGI
'YGAGCLITEGCRGEGGILINSQGERF
MERYAPVAKDLASRDVVSRSMTLEIL
REGRGCGPEKDHVYLQLHHLPPEQL
ATRLPGISETAMIFAGVDVTKEPIPVL
PTVHYNMGGIPTNYKGQVLKHVNG
QDQIVPGLYACGEAACASVHGANRL
GANSLLDLVVFGRACALSIAESCRPG
DKVPSIKANAGEESVMNLDKLRFAD
GSIRTSELRLNMQKSMQNHAAVFR
VGSVLQEGCEKISQLYGDLKHLKTF
DRGMVWNTDLVETLELQNLMLCAL
QTIYGAEARKESRGAHAREDYKVRV
DEYDYSKPIQGQQKKPFGEHWRKHT
LSYVDIKTGKVTLEYRPVIDKTLNEA
DCATVPPAIRSY




