UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence extracellular|cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8K2C6 SIR5_MOUSE |Mus NAD- 25.629171 NaN NaN 36288343 MRPLLIAPGRFISQLCCRRKPPASPQ None None |None None None None None None
musculus |dependent SKICLTMARPSSNMADFRKCFANAK
protein HIAIISGAGVSAESGVPTFRGAGGYW
deacylase RKWQAQDLATPQAFARNPSQVWEF
sirtuin-5,

mitochondrial

YHYRREVMRSKEPNPGHLAIAQCEA
RLRDQGRRVVVITQNIDELHRKAGT
KNLLEIHGTLFKTRCTSCGTVAENYR
SPICPALAGKGAPEPETQDARIPVDK
LPRCEEAGCGGLLRPHVVWFGENL
DPAILEEVDRELALCDLCLVVGTSSV
VYPAAMFAPQVASRGVPVAEFNMET
TPATDRFRFHFPGPCGKTLPEALAP
HETERTS




