}II;I iprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular jextracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus membrane region
Q8K2D3 EDC3_MOUSE [Mus Enhancer [25.385059 NaN S131;S138;S140;S161 |28528544 MAMDWLGSIVSINCGDSLGVYQGR |False False 2.47 2.644 1.129 1.099 0.593 0.901 0.757
musculus |of mRNA- 'VSAVDQVSQTISLTRPFHNGVKCLVP
decapping EVTFRAGDITELKILEIPGPGDNQQV
protein 3 GDLHQTELGPSGVGYQMSISQNGTG

KVVKKPASSSSAPQSIPKRTDVKSQD
'VAISPQQQQCSKSYVDRHMESLSQS
KSFRRRHNSWSSSSRHPNQATPKK
SGLKNGQMKNKDDECFGDDIEELP
DTDFDFEGNLALFDKAAVFEEIDTYE
RRSGSRSRGVPNERPARYRHDENIL
ESEPIVYRRITVPHSVSKEFCTDSGL
'VVPSVSYELHKKLLSVAEKHGLTLER
RLEMTGVCASQMALTLLGGPNRLN
PKNVHQRPTVALLCGPHVKGAQGIS
CGRHLANHDVQVILFLPNFVKMLES
ITNELSLFSKTQGQQVSSLRDLPASP
'VDLVINCLDCPENAFLRDQPWYKAA
VAWANQNRAPVLSIDPPVHEVEQGI
DAKWSLALGLPLPLGEHAGRVYLCD
IGIPQQVFQEVGINYHSPFGCKFVIPL
HSA




