UniprotKB Entry name organism (full name joglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol \nucleus mitochndrion enc_loplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane region
Q8K2J4 CCD14 MOUSE Mus Coiled- 25.019509 S280 S123;S656;S737;S781|34418053 MSPGGPRPSSRKRKLRGRDKGGPDI [None None None |None None None None None None
musculus |coil SAVNSFFLKYSFPYAWALLRLREMV
domain- RSGSRPGQVISSGRQPGAKLPNGKK
containing GTHVRKIAHFNVDSACPVQSDSESQ
protein 14 TDTLQGLDGCASLLRDILKNEDSGS

EMVYSENRCNSKPLEGRKNRSKKK
GPEKHVPSVVRKEILSSENRKWISN
EASTGSDTAQRWSLQDHYRMYSPII
YQALCEHVQTQMSLMNSLALKNGP
NGIHAVCHTMSNSGSQATPHSGFG
CSPSASVWPPQQPSCPLMVHSEVQT
DADNQFESQSQATSVKYGDVPRDPF
SVHPGVACGLPHADSPAVAKSRQLD
LTSCILPQQRAPKEAELLKCFQTHTS
LFPAHGKDALSDSQAYQSPSQLQPA
FLATNEEKCAKEQFEEATNEGKHLS
THVQDAKIAKNVQQAENVSQTAEKI
RLAKCLLGELKALMEEDSEVQRLVT
EVEACVSGLSAVSGHPNVEVEIALAL
QPLRSENAQLRRQLRILNQRLREQE
KTEKGPGNLELFSLQSLNMSLQNQL
QESLKSQELLQSKNEELLKVIENQK
EENKKFTTLFKDKEQTLLHNKQQFD
IEMTRVKMELEEALANEKNLRFKLE
TAEKESQILGITLRQRDAEVARLREL
TRTLQSSMAKLLSDLSMDTARCRM
GNSLTKSLLNVYDQQLQQDPAPAQT
SIMSYLNKLETNHSFIHSKLLNNEA
AIEPDRLCESVLPPQRPPHSDAGTAD
GGSASGTVSAASVEDSDMDCETLTV
IEDGCNVDSTVYIPFARNTSKKHSPL
CKRLSPQPKLSVAAAQLVSGSAQTS
KGESKPRAPAVCSSRNEAEDAPGDL
SSTYDTEDVQLLRKIKEAIGKIPAAAE
HAKEQATHHGPSAHPSPGVPVKGSI
VPDSSFLNSDLMSDWSISSFSTFTS
HDEQDFRNGLAALDANIARLQKSLK

TGLLEK




