UniprotKB

phosphorylation

D Entry name organism [full name |oglcnacscore |oglcnac sites . PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasn
sites reticulum
Q8K2K6 IAGFG1_MOUSE |Mus Arf-GAP  |56.923817 $138;5146;5291;5292;S293;T298;S [S167;T177;S181;S362(22517741;22645316;21606357;408 [MAASAKRKQEEKHLKMLRDMTGLP [True False 3.052 4.405 [2.075 2.208
musculus |domain 300;T301;S302;S304;S359;S362;S3 85482;33300544;36852467;358220 |HNRKCFDCDQRGPTYVNMTVGSFV
and FG 65;5367;5368 49;40021952;34678516;30059200 |[CTSCSGSLRGLNPPHRVKSISMTTFT
repeat- QQEIEFLQKHGNEVCKQIWLGLFDD
containing RSSAIPDFRDPQKVKEFLQEKYEKKR
protein 1

WYVPPEQAKVVASVHASISGSSASST
SSTPEVKPLKSLLGESAPALHLNKGT
PSQSPVVGRSQGQQQEKKQFDLLSD
LGSDIFAAPAPQSTATANFANFAHF
NSHAAQNSANADFANFDAFGQSSG
SSNFGGFPTASHSSFQPQTTGGSAG
SVNANFAHFDNFPKSSSADFGTFST
SQSHQTASTVSKVSTNKAGLQTADK
[YAALANLDNIFSAGQGGDQGSGFGT
TGKAPVGSVVSVPSHSSASSDKYAAL
AELDSVFSSAATSSNAYTPTSNASSS
VFGTVPVGASAQTQPASSGPAPFGAT
PSTNPFVAATGPSAASSTNPFQTNA
RGATAATFGTASMSMPAGFGTPAQY
SLPTSFSGSFQQPAFPAQAAFPQQTA
FSQQPNGAGFATFGQTKPVVTPFGQ
IVAAAGVSSNPFMTGAPTGQLPTGSS
STNPFL




