UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus jmitochndrion em!oplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
Q8K2V6 IPO11_MOUSE |Mus Importin-|{28.201711 NaN S343 39627609;33300544 | MDLNSASSVVLQVLTQATSQDTAVL |False False 3.944 (3.435 [1.321 0.752 0.695 1.166 0.619

musculus
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KPAEEQLKQWETQPGFYSVLLNIFT
NHTLDINVRWLAVLYFKHGIDRYWR
RVAPHALSEEEKSTLRAGLITNFNEP
INQIATQIAVLIAKVARLDCPRQWPE
LIPTLVESVKVQDDLRQHRALLTFYH
IVTKTLASKRLAADRKLFYDLASGIYN
FACSLWNHHTDTFLQHVSSGNEAA
VLSSLERTLLSLKVLRKLTVNGFVEP
HKNMEVMGFLHGIFERLKQFLECS
RSIGTDNVCRDRLEKTIILFTKVLLDF
LDQHPISFTPLIQRSLEFSVSYVFTEV
GEGVTFERFIVQCMNLIKMIVKNYA
'YKPSKNFEDSSPETLEAHKIKMAFFT
YPTLTEICRRLVSHYFLLTEEELTMW
EEDPEGFTVEETGGDSWKYSLRPCT
EVLFIDIFHEYNQTLTPVLLEMMQTL
EGPTNVEDMNALLIKDAVYNAVGLA
AFELFDSVDFDQWFKTQLLPELQVS
HNRYKPLRRRVIWLIGQWISVKFKS
DLRPMLYEAICNLLQDQDLVVRIETA
TTLKLTVDDFEFRTDQFLPYLETMFT
LLFQLLQQVTECDTKMHVLHVLSCV
IERVNVQIRPYVGCLVQYLPLLWKQS
EEHNMLRCAILTTLIHLVQGLGADS
KNLYPFLLPVIQLSTDVSQPPHVYLL
EDGLELWLVTLENSPCVTPELLRIFQ
NMSPLLELSSENLRTCFKIINGYIFL
SSTEFLQTYAAGLCQSFYELLPEITTE
GQVQVLKVVENALKVNPVLGPQMF
QRILPCVFRGVIEGERYPVVMSIYLA
IVMGRVLLQNTSFFSSLLNEMGHEF
NQEMDQLLGNVIEMWVDRMDNIT
QPERKKLSALALLSLLPSDNSVIQDK
FCGIINISVEALHDVMTEDPETRTYK
DCMLMSQHEEPKVTEDEEPPTEQD
KRKKMLALKDPVHTVSLQQFIYEKL
KAQQEILGEQGFQSLMETVDTEIVT
QLQEFLQGF




