
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8K2W3 TXD11_MOUSE Mus
musculus

Thioredoxin
domain-
containing
protein	11

25.875327 S52 S798 30059200 MSECGGRGGGGGNNSEDAEDEGG
GPKGSGSLSPAGAAASLEGRIRRGLR
GASLMARQRPELLCGAVALGCALLF
ALKFTCSRAKDVIIPAKPPVSFFSSRS
PVLDLFQGQLDYADHVRQDSEVVVL
FFYAPWCGQSIAARAEIEQAASRLSD
QVLFVAINCWWNQGKCRKQKHFFY
FPVIHLYHRSFGPIEYKGPMSAVYIE
KFVRRAMKPLLYIPSQSALLDFLSSY
EPGVLGYFEFSGSPQPPGYLTFFTSA
LHSLKKDYLGTVRFGVITDKHLARLV
SLVHSGSVYLHRHFNTSLVFPREVM
NFTAENIYKWASENQETLFRWLQP
HGGKSLLLNNELKKGPALFLFIPFDP
LAERHPLLDEITEVALEYNNCHGDQ
VVERLLQHLRRVEAPVLQSLAPELPA
SLPDTQLMAASPCCNTVVLPQGPAL
SRTHNVCELCVNQTVGGTRPSSVSV
PQCSFFEMAAALDSFYLKEQTFYHV
VSGSIECSNFLTSYSPFSYYTACCRTI
SRGMASFTGSEQNVLTAPAIEFSSLE
KSCEATAPSSIPHIEENRYRFPQVGL
TSTAFTGLSCRTNKTLNIYLLDSNLF
WLYAERLGAPSSAPVKEFATIVDVKE
ESHYILDPKQALMKFTLESFIQNFSV
LYSPLKRHLTGSDSAQFPTQHLITEV
TTDTFWEVTLRKQDVLLLYYTQWCG
FCPSLNHIFIQLARLLPEDTFTVARID
VSQNDLPWEFMVDRLPTVLFFPCN
RKDLSVKYPGDLPITLPNLLRFILHH
SDAASAPQDPGISPPTQDCVQSKAVL
QREHISHVENAMQKLRSEMSSLRR
TQEQVEGRLLSARRDGHRLLRRQRT
LEQQHRLLRRHSQKLQALYLKKARE
LQELARASGTPLPEHTWLKILVATM
ERELEGQGGAKEPAPLGKARPNHSK
SMGTTQLPGDTPPPSTTSSTLASETK
HENRTD

False False 1.784 1.056 0.889 3.543 0.756 0.887 0.882


