endoplasmic [golgi plasma lextracell

}Jl;l iprotkB Entry name |organism [full name oglcnacscore oplcnac phosphorylation sites PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion N .
sites reticulum |apparatus membrane fregion
Q8K2Y9 CCM2_MOUSE [Mus Cerebral 24.474581 NaN S15;S164;S393;S402;T403;5405;T4 |33300544 MEEEGKKGKKPGIVSPFKRVFLKGE (False False 2.472 [2.845 [2.614 0.63 0.982 1.48 1.216
musculus |cavernous 08 KSRDKKAHEKVTERRPLHTVVLALP
malformations ERVEPDRLLSDYIEKEVKYLGQLTSIP
protein 2 GYLNPSSRTEILHFIDKAKRSHQLPG
homolog HLTQEHDAVLSLSAYNVKLAWRDG

EDIILRVPIHDIAAVSYVRDDAAHLVV
LKTAQDPGISPSQSLCAESSRGLSAG
SLSESAVGPVEACCLVIMATESKVAA
EELCSLLSQVFQIVYTESTIDFLDRAI
FDGASTPTHHLSLHSDDSSTKVDMK
DSYDADASTFCFPDSGDVGGLPPLP
FCMQTSPHSKTVSESELSTSATELL
QDYMLTLRTKLSSQEIQQFAALLHE
'YRNGASIHEFCISLRQLYGDSRKFLL
LGLRPFIPEKDSQHFENFLETIGVKD
GRGIITDSFGRHRRALSTTSTSTING
NRTTGSPDDRSAPSEGDEWDRMIS
DISSDIEALGCSMDQDSA




