UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8K314 Q8K314 MOUSE Mus NaN [29.185005 NaN NaN 22645316 EKKNKKQDGAIENRNKAKAQDGAA |[None None None |None None None None None None

musculus

MEMQPLKSEEGGDGDEKDKKKANL
PKKEKSVLQGKLTKLAVQIGKAGLL
MSAITVIILVLYFVIDTFWVQKRPWL
IAECTPIYIQYFVKFFIIGVTVLVVAVPE
GLPLAVTISLAYSVKKMMKDNNLVR
HLDACETMGNATAICSDKTGTLTM
NRMTVVQAYINEKHYKKVPEPEAIPP
NILSYLVTGISVNCAYTSKILPPEKEG
GLPRHVGNKTECALLGFLLDLKRDY
QDVRNEIPEEALYKVYTFNSVRKSM
STVLKNSDGSFRIFSKGASEIILKKCF
KILSANGEAKVFRPRDRDDIVKTVIE
PMASEGLRTICLAFRDFPAGEPEPE
IWDNENDVVTGLTCIAVVGIEDPVRP
EVPEAIKKCQRAGITVRMVTGDNINT
IARAIATKCGILHPGEDFLCLEGKDFN
RRIRNEKGEIEQERIDKIWPKLRVLA
RSSPTDKHTLVKGIIDSTVSEQRQVV
IAVTGDGTNDGPALKKADVGFAMGIA
GTDVAKEASDIILTDDNFTSIVKAVM
IWGRNVYDSISKFLQFQLTVNVVAVI
IVAFTGACITQDSPLKAVQMLWVNLI
MDTLASLALATEPPTESLLLRKPYGR
NKPLISRTMMKNILGHAFYQLVVVF
TLLFAGEKFFDIDSGRNAPLHAPPSE
HYTIVENTFVLMQLFNEINARKIHGE
RNVFEGIFNNAIFCTIVLGTFVVQIII
IVQFGGKPFSCSELSIEQWLWSIFLG
MGTLLWGQLISTIPTSRLKFLKEAGH
GTQKEEIPEEELAEDVEEIDHAEREL
RRGQILWFRGLNRIQTQIRVVNAFR
SSLYEGLEKPESRSSIHNFMTHPEF
RIEDSEPHIPLIDDTDAEDDAPTKRN
SSPPPSPNKNNNAVDSGIHLTIEMN
KSATSSSPGSPLHSLETSL




