UniprotKB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q8K370 IACD10_MOUSE [Mus |Acyl-CoA 25.629171 NaN NaN MLVRRLFQPSTLHWAWRTTALNHP |None None None |None None None None None None
musculus |dehydrogenase LGRHQGGLRWTHSGGRSYRAVIFDT

family member
10

GGVLVPSPGTVAVGWEVQNHVPSG
TIVKAFIRGGDSGPWIRFIKGEITTEH
FLEEFGRLCSEIAKTSVPVSSYFSLLT
SEQVTKQFPVMTQAISQIRAKGLQTA
VLTNNFHLSSGESFLPLDRKQFDVV
VESCLEGICKPDPRIFQLCLQRLSLQ
PSEAIFLDDLGSNLKVAASLGIHTIKV
DRPETAVKELEALLGFPLHLGVPNT
RPVRKTMAIPQDALEKYLKGLLGTH
STGPMELLQFDHGQSNPTYYIRLAD
RQLVLRKKPSGTLLPSAHAIEREFRI
MKALANAGVPVPTVLDLCEDSSIIGT
PFYLMEYCPGIIYKDPSLPGLEPSRR
EAIYTAMNQVLCRIHSVDLQATSLDS
FGKQGDYIPRQVQTWTKQYRAAETS
SIPAMERLIQWLPLHLPRQQRTTLV
HGDFRLDNLIFHPEKAEVLAVLDWE
LSTLGDPFADVAYSCLAYYLPSSFPIL
RGFRDQDVTKLGIPTVEEYFRMYCL
NMGIPPIDNWNFYMAFSFFRVAAIL
QGVYKRSLTGQASSATAQQSGKLTE
SMAELAWDFATKEGFRVFKEMPAT
KTLSRSYHAWAGPRSPRTPKGVRGH
STVAAASPSHEAKGGLVISPEGLSPA
'VRKLYEQLVQFIEQKVYPLEPELQRH
QASADRWSPSPLIEDLKEKAKAEGL
WNLFLPLETDPEKKYGAGLTNVEYA
HLCEVMGMSLYASEIFNCSAPDTGN
MEILVRYGTEEQKARWLVPLLEGRI
RSCFAMTEPQVASSDASNIEASIKEE
DGCYVINGHKWWTSGILDPRCKLCV
FMGKTDPQAPRHQQQSMLLVPMDS
PGITVIRPLSVFGLEDPPGGHGEVRF
KDVRVPKENILLGPGRGFEIAQGRLG
PGRIHHCMRLIGYSERALALMKTRV
MSRTAFGKPLVEQGTILADIARSRVE
IEQARLLVLKAAHLMDVAGNKTAAL
DIAMIKMVVPSMAYHVIDRAIQAFGA
AGLSSDYPLAQFFGWARALRFADGP
DEVHQLTVAKMELKNQSRMQEPAV
PRV




