UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular (cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus [ membrane region
Q8K377 LRRT1_MOUSE Mus Leucine-rich 24.474581 NaN NaN 33300544 | MDFLLLGLCLHWLLRRPSGVVLCLL [None None None |None None None None None None
musculus [repeat GACFQMLPAAPSGCPGQCRCEGRLL
transmembrane YCEALNLTEAPHNLSGLLGLSLRYN
neuronal SLSELRAGQFTGLMQLTWLYLDHN
protein 1 HICSVQGDAFQKLRRVKELTLSSNQI

TELANTTFRPMPNLRSVDLSYNKLQ
ALAPDLFHGLRKLTTLHMRANAIQF
VPVRIFQDCRSLKFLDIGYNQLKSLA
RNSFAGLFKLTELHLEHNDLIKVNF
AHFPRLISLHSLCLRRNKVAIVVSSL
DWVWNLEKMDLSGNEIEYMEPHVF
ETVPYLQTLQLDSNRLTYIEPRILNS
WKSLTSITLAGNLWDCGRNVCALAS
'WLSNFQGRYDANLQCASPEYAQGE
DVLDAVYAFHLCEDGAEPTSGHLLS
VAVTNRSDLTPPESSATTLVDGGEG
HDGTFEPITVALPGGEHAENAVQIH
KVVTGTMALIFSFLIVVLVLYVSWKC
FPASLRQLRQCFVTQRRKQKQKQT
MHQMAAMSAQEYYVDYKPNHIEGA
LVIINEYGSCTCHQQPARECEV




