
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8K394 PLCL2_MOUSE Mus
musculus

Inactive
phospholipase
C-like	protein
2

25.685855 NaN S16;T85;T585;S1114 39627609 MAECGRGAAGGALPTSPSPALGAKG
ALKAGAGEGGGGGGGGRLGHGRAR
YDSGGVSNGDCSLGVSGDEARTSPG
RGPLGVALARTPSPAAGPVPRDSKPG
GLPRRSSIIKDGTKQKRERKKTVSFS
SMPTEKKISSASDCINSMVEGSELK
KVRSNSRIYHRYFLLDADMQSLRWE
PSKKDSEKAKIDIKSIKEVRTGKNTDI
FRSNGISEQISEDCAFSVIYGENYES
LDLVANSADVANIWVTGLRYLISYGK
HTLDMLESSQDNMRTSWISQMFSE
IDVDGLGHITLCHAVQCIRNLNPGLK
TSKIELKFKELHKSKDKAGTEITKEE
FIEVFHELCTRPEIYFLLVQFSSNKE
FLDTKDLMMFLEAEQGVAHINEEIS
LEIIHKYEPSKEGQEKGWLSIDGFTN
YLMSPDCYIFDPEHKKVCQDMKQPL
SHYFINSSHNTYLIEDQFRGPSDITG
YIRALKMGCRSVELDVWDGPDNEPV
IYTGHTMTSQIVFRSVIDIINKYAFFA
SEYPLILCLENHCSIKQQKVMVQHM
KKILGDKLYTTSPNMEESYLPSPDVL
KGKILIKAKKLSSNCSGVEGDVTDED
EGAEMSQRMGKENVEQPNHVPVKR
FQLCKELSELVSICKSVQFKEFQVSF
QVQKYWEVCSFNEVLASKYANENP
GDFVNYNKRFLARVFPSPMRIDSSN
MNPQDFWKCGCQIVAMNFQTPGL
MMDLNVGWFRQNGNCGYVLRPAI
MREEVSFFSANTKDSVPGVSPQLLH
IKIISGQNFPKPKGSGAKGDVVDPYV
YVEIHGIPADCAEQRTKTVNQNGDA
PIFDESFEFQINLPELAMVRFVVLDD
DYIGDEFIGQYTIPFECLQTGYRHVP
LQSLTGEVLAHASLFVHVAITNRRG
GGKPHKRGLSVRKGKKSREYASLRT
LWIKTVDEVFKNAQPPIRDATDLRE
NMQNAVVSFKELCGLSSVANLMQC
MLAVSPRFLGPDNNPLVVLNLSEPY
PTMELQAIVPEVLKKIVTTYDMMMQ
SLKALIENADAVYEKIVHCQKAAME
FHEHLHSIGTKEGLKERKLQKAVES
FTWNITILKGQADLLKYAKNETLENL
KQIHFAAVSCGLNKPGTENSEAQKP
RRSLEAIPEKASDENGD

False False 3.02 2.728 0.64 0.963 0.536 1.08 1.172


