UniprotKB Entry name organism [full name [oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular |cytosol nucleus jmitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID sites reticulum apparatus membrane region
Q8K3HO0 DP13A_MOUSE Mus DCC- 25.685855 NaN T399;S401;S410;S691;S694 (39627609 MPGIDKLPIEETLEDSPQTRSLLGVF (True True 3.587 [4.604 |1.678 1.623 1.791 4.417 1.745
musculus [interacting EEDATAISNYMNQLYQAMHRIYDAQ
protein NELSAATHLTSKLLKEYEKQRFPLG
13-alpha GDDEVMSSTLQQFSKVIDELSSCHA

VLSTQLADAMMFPISQFKERDLKEIL
TLKEVFQIASNDHDAAINRYSRLSKK
RENDKVKYEVTEDVYTSRKKQHQT
MMHYFCALNTLQYKKKIALLEPLLG
YMQAQISFFKMGSENLNGQLEEFLA
NIGTSVQNVRREMDGDVETMQQTI
EDLEVASDPLYLPDPDPTKFPINRNL
TRKAGYLNARNKTGLVSSTWDRQFY
FTQGGNLMSQARGDVAGGLAMDID
NCSVMAVDCEDRRYCFQITSFDGKK
SSILQAESKKDHEEWICTINNISKQIY
LSENPEETAARVNQSALEAVTPSPSF
QQRHESLRPGGQSRPPTARTSSSGS
LGSESTNLAALSLDSLVAPDTPIQFDI
ISPVCEDQPGQAKAFGQGGRRTNPF
GESGGSTKSETEDSILHQLFIVRFLG
SMEVKSDDHPDVVYETMRQILAARA
IHNIFRMTESHLLVTCDCLKLIDPQT
QVTRLTFPLPCVVLYATHQENKRLF
GFVLRTSGGRSESNLSSVCYIFESNN
EGEKICDSVGLAKQIALHAELDRRAS
EKQKEIERVKEKQQKELSKQKQIEK
DLEEQSRLIAASSRPNQAGSEGQLV
LSSSQSEESDLGEEGKKRESEA




