UniprotKB Entry organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular (cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID name name sites sites reticulum apparatus membrane [region

Q8K3M6 [ERC2_RAT Rattus ERC [23.439218 NaN S65;S666 38843836 MYGSARTISNPEGSPSRSPRLPRSPR |False True 2.101 (3.218 |0.586 5.0 0.789 5.0 0.999
norvegicus [protein LGHRRTSSGGGGGTGKTLSMENIQS

2

LNAAYATSGPMYLSDHEGVASTTYP
KGTMTLGRATNRAVYGGRVTAMGS
SPNIASAGLSHTDVLSYTDQHGGLG
GSSHHHHHQVPSMLRQVRDSTML
DLQAQLKELQRENDLLRKELDIKDS
KLGSSMNSIKTFWSPELKKERVLRK
EEAARMSVLKEQMRVSHEENQHLQ
LTIQALQDELRTQRDLNHLLQQESG
NRGAEHFTIELTEENFRRLQAEHDR
QAKELFLLRKTLEEMELRIETQKQTL
NARDESIKKLLEMLQSKGLPSKSLE
DDNERTRRMAEAESQVSHLEVILDQ
KEKENIHLREELHRRSQLQPEPAKT
KALQTVIEMKDTKIASLERNIRDLED
EIQMLKANGVLNTEDREEEIKQIEVY
KSHSKFMKTKNDQLKQELSKKESEL
LALQTKLETLSNQNSDCKQHIEVLK
ESLTAKEQRAAILQTEVDALRLRLEE
KESFLNKKTKQLQDLTEEKGTLAGEI
RDMKDMLEVKERKINVLQKKIENLQ
EQLRDKDKQLTNLKDRVKSLQTDSS
NTDTALATLEEALSEKERIIERLKEQ
RERDDRERLEEIESFRKENKDLKEK
VNALQAELTEKESSLIDLKEHASSLA
SAGLKRDSKLKSLEIAIEQKKEECNK
LEAQLKKAHNIEDDSRMNPEFADRL
KQLDKEASYYRDECGKAQAEVDRLL
EILKEVENEKNDKDKKIAELESLTLR
HMKDQNKKVANLKHNQQLEKKKN
AQLLEEVRRREFSMVDNSQHLQIEE
LMNALEKTRQELDATKARLASTQQS
LAEKEAHLANLRMERRKQLEEILEM
KQEALLAAISEKDANIALLELSASKK
KKTQEEVMALKREKDRLVHQLKQQ
TQNRMKLMADNYDDDHHHYHHH
HHHHHHRSPGRSQHSNHRPSPDQ
DDEEGIWA




