UniprotKB [Entry organism full oglcnacscore oglcnac p h osphorylation PMIDS |sequence intracellular [extracellular [cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extl"acellular
ID name name sites sites reticulum |apparatus membrane region
Q8K3V3 IAGRG1 RAT |Rattus /Adhesion |23.439218 NaN NaN 38843836  MAVQVLLQMVYFLLTLLFLVQGAHG |False True 1.198 |1.605 1.214 1.007 0.621 4.434 3.703
norvegicus |G- ASPREDFRFCGQRNQTQQSTLHYD

protein QTSEPHIFVWNTDESLTIRAPFPAAP

coupled DIPYFFPEPRGLYHFCLYWSRHTGRL

receptor HLRYGKNDYLLSSRASNLLCYRKQE

G1 ESLKQGAPLVATSVSSWQSPQNTSL

PGAPSFIFSFHNAPHKVSHNASVNM
CDLKKELQLLSKFLQHPHKASKRPS
AAFISQQLQNLESKLTSVSFLGDTLS
FEENRVNATVWKLPPTAGLEDLQIH
SQQEEEQSEVQAYSVLLPRAVFQQT
RGRRRDAAKRLLVVDFSSQALFQDK
NSSQVLGEKVLGIVVQNTKVTNLSD
PVVLTFQHQPQPKNVTLQCVFWVE
DPASSSTGSWSSEGCETVSRDTQTS
CLCNHLTYFAVLMVSSMEVEATHK
HYLTLLSYVGCVISALACVFTIAAYLC
TRRKSRDYTIKVHMNLLLAVFLLDV
SFLLSEPVALMGSEAACRTSAMFLH
FSLLACLSWMGLEGYNLYRLVVEVF
GTYVPGYLLKLSTVGWGFPVFLVTLV
ALVDVNNYGPIILAVRRTPDHVIYPS
MCWIRDSVVSYVTNLGLFSLVFLFN
MAMLATMVVQILRLRPHSQKWPHV
LTLLGLSLVLGLPWALVFFSFASGTF
QLVIIYLFSIMTSFQGFLIFLWYWSM
RFQAQGGPSPLKNNSDSAKLPISSG
STSSSRI




