UniprotKB Entry name lorganism full oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular

1D name sites reticulum apparatus membrane [region

Q8K3W3  |CASC3_MOUSE Mus Protein|24.992371 S694 S34;S115;S145;5262;S263;T354;S3 36852467 MADRRRQRASQDTEDEESGASGSD (None None None |None None None None None None
musculus |[CASC3 60;S370;S472 SGSPARGGGSCSGSVGGGGSGSLPS

QRGGRGGGLHLRRVESGGAKSAEE
SECESEDGMEGDAVLSDYESAEDSE
GEEDYSEEENSKVELKSEANDAADS
SAKEKGEEKPESKGTVTGERQSGDG
QESTEPVENKVGKKGPKHLDDDED
RKNPAYIPRKGLFFEHDLRGQTQEE
EVRPKGRQRKLWKDEGRWEHDKFR
EDEQAPKSRQELIALYGYDIRSAHNP
DDIKPRRIRKPRFGSSPQRDPNWIGD
RSSKSHRHQGPGGNLPPRTFINRNT
AGTGRMSASRNYSRSGGFKDGRTSF
RPVEVAGQHGGRSAETLKHEASYRS
RRLEQTPVRDPSPEPDAPLLGSPEKE
EVASETPAAVPDITPPAPDRPIEKKSY
SRARRTRTKVGDAVKAAEEVPPPSE
GLASTATVPETTPAAKTGNWEAPVD
STTGGLEQDVAQLNIAEQSWSPSQP
SFLQPRELRGVPNHIHMGAGPPPQF
NRMEEMGVQSGRAKRYSSQRQRPV
PEPPAPPVHISIMEGHYYDPLQFQGP
IYTHGDSPAPLPPQGMIVQPEMHLP
HPGLHPHQSPGPLPNPGLYPPPVSM
SPGQPPPQQLLAPTYFSAPGVMNFG
NPNYPYAPGALPPPPPPHLYPNTQAP
PQVYGGVTYYNPAQQQVQPKPSPPR
RTPQPVSIKPPPPEVVSRGSS




