UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane region
Q8K406 LGI3_MOUSE Mus Leucine-|24.474581 NaN NaN 33300544 | MAGLRARRGPGRRLLVLSTLGFCLM |None None None |None None None None None None
musculus [rich LQVSAKRPPKTPPCPPSCSCTRDTAF

repeat CVDSKSVPKNLPSEVISLTLVNAAFS

LGI EIQDGAFSHLPLLQFLLLNSNKFTLI

family GDNAFIGLSHLQYLFIENNDIWALSK

member FTFRGLKSLTHLSLANNNLQTLPRDI

3

FRPLDILSDLDLRGNALNCDCKVKW
LVEWLAHTNTTVAPIYCASPPRFQE
HKVQDLPLREFDCITTDFVLYQTLSF
PAVSAEPFLYSSDLYLALAQPGASAC
TILKWDYVERQLRDYDRIPAPSAVHC
KPMVVDGQLYVVVAQLFGGSYIYHW
DPNTTRFTKLQDIDPQRVRKPNDLE
AFRIDGDWFFAVADSSKAGATSLYR
WHQNGFYSHQALHAWHRDTDLEF
VDGEGKPRLIVSSSSQAPVIYQWSRS
QKQFVAQGEVTQVPDAQAVKHFRA
GRDSYLCLSRYIGDSKILRWEGTRFS
EVQALPSRGSLALQPFLVGGHRYLA
LGSDFSFTQIYQWDEGRQKFVRFQE
LAVQAPRAFCYMPAGDAQLLLAPSF
KGQTLVYRHVVVDLSA




