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}g‘ iprotKB Entry name organism f::llllne oglcnacscore :gLCSHaC phosphorylation sites PMIDS sequence
Q8K4G5-4 |ABLM1 MOUSE Mus Isoform (40.481242 NaN S216;S411;T417;T440;S466;S470;S |19458039;22517741;35822049;215 |MVKEKVAHPQDPHHSSEKPVIHCH
musculus |4 of 475;T477;S479;T483;S496;S499;S5 (40332;22645316;29187734 KCGEPCKGEVLRVQTKHFHIKCFTC
Actin- 02;S582;S671;S723;S738;S760;S78 KVCGCDLAQGGFFIKNGDYLCTLDY
binding 9 QRMYGTRCHGCGEFVEGEVVTALG
LIM KTYHPNCFACTICKRPFPPGDRVTF
protein NGRDCLCQLCAQPMSSSPKEASCSS

NCAGCGRDIKNGQALLALDKQWHL
GCFKCKSCGKVLTGEYISKDGSPYCE
KDYQGLFGVKCEACHQFITGKVLEA
GDKHYHPSCARCSRCNQMFTEGEE
MYLQGSTVWHPDCKQSTKTEEKLR
PTRTSSESIYSRPGSSIPGSPGHTIYA
KVDNEILDYKDLAAIPKVKAIYDIERP
DLITYEPFYTSGYEDKQERQSLGESP
RTLSPTPSAEGYQDVRDRMIHRSTS
QGSINSPVYSRHSYTPTTSRSPQHFH
RPGNEPSSGRNSPLPYRPDSRPLTPT
YAQAPKHFHVPDQGINIYRKPPIYKQ
HGTDPRRRSSGREEDEEELLRRRQL
QEEQLMKLNSGLGQLILKEEMEKES
RERASLASRYDSPLHSASHAPSSKTS
SLPGYGKNGLHRPVSTDFAQYNSYG
DISGGVRDYQTLPDGHMPAVRMDR
GVSMPNMLEPKIFPYEMLMVTNRG
RNKILRDVDRTRLERHLAPEVFWEI
FGMSIQEFDKLPLWRRNDMKKKAK
LF




