
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q8K4Z5 SF3A1_MOUSE Mus
musculus

Splicing
factor
3A
subunit
1

37.597588 T586 S320;S329;S357;S411;S449;T454;S
506;T757

40997131;39627609;36852467 MQAGPVQAVPPPPPVATESKQPIEEE
ASSKEDPTPSKPVVGIIYPPPEVRNIV
DKTASFVARNGPEFEARIRQNEINN
PKFNFLNPNDPYHAYYRHKVSEFKE
GKAQEPSAAIPKVMQQQQQATQQQ
LPQKVQAQVIQETIVPKEPPPEFEFIA
DPPSISAFDLDVVKLTAQFVARNGR
QFLTQLMQKEQRNYQFDFLRPQHS
LFNYFTKLVEQYTKILIPPKGLFSKLK
KEAENPREVLDQVCYRVEWAKFQE
RERKKEEEEKEKERVAYAQIDWHDF
VVVETVDFQPNEQGNFPPPTTPEEL
GARILIQERYEKFGESEEVEMEVESD
EEDQEKAEETPSQLDQDTQVQDMD
EGSDDEEEGQKVPPPPETPMPPPLP
PTPDQVIVRKDYDPKASKPLPPAPAP
DEYLVSPITGEKIPASKMQEHMRIGL
LDPRWLEQRDRSIREKQSDDEVYAP
GLDIESSLKQLAERRTDIFGVEETAIG
KKIGEEEIQKPEEKVTWDGHSGSMA
RTQQAAQANITLQEQIEAIHKAKGLV
PEDDTKEKIGPSKPNEIPQQPPPPSS
ATNIPSSAPPITSVPRPPAMPPPVRTT
VVSAVPVMPRPPMASVVRLPPGSVIA
PMPPIIHAPRINVVPMPPAAPPIMAP
RPPPMIVPTAFVPAPPVAPVPAPAPM
PPVHPPPPMEDEPPSKKLKTEDSLM
PEEEFLRRNKGPVSIKVQVPNMQDK
TEWKLNGQGLVFTLPLTDQVSVIKV
KIHEATGMPAGKQKLQYEGIFIKDSN
SLAYYNMASGAVIHLALKERGGRKK

True False 2.427 4.574 1.223 0.977 0.685 0.947


