
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8MRI4 Q8MRI4_DROME Drosophila
melanogaster

Diphthine-
-ammonia
ligase

30.60235 S310;T331 NaN 33925313;40245499 MRVVAMVSGGKDSCYNMMQCVAE
GHEIVALANLHPKDRDELDSFMYQT
VGHMGIEILASAMGLPLYRRETKGK
STQTGKQYVPTDDDEVEDLYSLLET
CKHELQVDAVAVGAILSDYQRVRVE
NVCSRLNLISLAYLWRRDQTELLQE
MIDCQVHAIIIKVAALGLVPDRHLGK
SLREMQPHLLKMRDKYGLNVCGEG
GEYETFTLDCPLFRQRIVVEDIQTIIS
SADPICPVGYINFTKLTLQPKEAAGA
ASSGGNEVVFVKRSLDYISDLNESTY
SDLSDPDFSETELELIEKETRLRESL
SQSELISRSNSFGRHLAATASSPIPIV
TKSASVDEPTAAAAPILGGVGGPPIC
STSACASMLLTTTADGLSSLASSQSQ
GGGHGLGSSTAAVCGSLSLAISSLGL
SANTCCHPGGAGGGGGVGIGVGAG
AGAGAPSATTQPPSPLKYEREFRPLA
NEARAAINAKGWMWLAGIQGSGTE
GIEQGMQQALDTLRDLCQAKGYDLQ
DLCYVTLYVRSIGEYPLLNRVYHRAF
DFHNPPTRVCVECPLPDGCHVVME
AIAYRQPVAGTISSAEERDREGEETA
AALLNGRRNTMHVQGISHWAPANI
GPYSQSTRIGDITYISGQIALVPGSMT
IIEGGIRPQCKLTLRHISRIAKAMNA
HGQLRDVVHGICFVTHPAFIGEARR
QWERRTTNAIMDYIVLPALPREALVE
WQVWAHTHNDRFDYEETGCSVGDY
TISIRRRWNYENNCAAIVCYVSTGLA
SSTTQLTQLSDDILGNHCRLAQAVN
AEHLDEIFTYVVNRLLKDYPLAKKQA
SQPTNSATPPATPTQPGGAGGDQQQ
PVPAIHLKLFYQVNAAPATDLLLQAL
HDFRLKCQDTAAIVYTVLPACSLHN
FSTFLSICGVRHE

False False 2.046 0.656 False False False 0.656 False


