UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular (cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8N100 IATOH7_HUMAN [Homo Transcription 28.275761 NaN NaN 39894887 MKSCKPSGPPAGARVAPPCAGGTEC (True False 4.392 |5.0 1.581 1.08 0.745 1.785 2.676

sapiens

factor
IATOH7

IAGTCAGAGRLESAARRRLAANARER
RRMQGLNTAFDRLRRVVPQWGQDK
KLSKYETLQMALSYIMALTRILAEAE
RFGSERDWVGLHCEHFGRDHYLPF
PGAKLPGESELYSQRLFGFQPEPFQ
MAT




