UniprotKB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q8N103 'TAGAP_HUMAN [Homo T-cell 16.682301 S501;S700(S400 30379171;37217939 MKLRSSHNASKTLNANNMETLIEC (None None None [None None None None None None
sapiens |activation QSEGDIKEHPLLASCESEDSICQLIE

Rho VKKRKKVLSWPFLMRRLSPASDFSG

GTPase- ALETDLKASLFDQPLSIICGDSDTLP

activating RPIQDILTILCLKGPSTEGIFRRAANE

protein KARKELKEELNSGDAVDLERLPVHL

LAVVFKDFLRSIPRKLLSSDLFEEW
MGALEMQDEEDRIEALKQVADKLP
RPNLLLLKHLVYVLHLISKNSEVNR
MDSSNLAICIGPNMLTLENDQSLSF
EAQKDLNNKVKTLVEFLIDNCFEIFG
ENIPVHSSITSDDSLEHTDSSDVSTL
QNDSAYDSNDPDVESNSSSGISSPS
RQPQVPMATAAGLDSAGPQDAREVS
PEPIVSTVARLKSSLAQPDRRYSEPS
MPSSQECLESRVINQTLTKSEGDFP
IVPRVGSRLESEEAEDPFPEEVFPAVQ
GKTKRPVDLKIKNLAPGSVLPRALVL
KAFSSSSLDASSDSSPVASPSSPKRN
FFSRHQSFTTKTEKGKPSREIKKHS
MSFTFAPHKKVLTKNLSAGSGKSQD
FTRDHVPRGVRKESQLAGRIVQENG
CETHNQTARGFCLRPHALSVDDVFQ
GADWERPGSPPSYEEAMQGPAARL
VASESQTVGSMTVGSMRARMLEAH
CLLPPLPPAHHVEDSRHRGSKEPLP
GHGLSPLPERWKQSRTVHASGDSL
GHVSGPGRPELLPLRTVSESVQRNK
RDCLVRRCSQPVFEADQFQYAKESYI




