UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q8N1B4 VPS52_HUMAN [Homo 'Vacuolar (19.994096 NaN S355 37217939  MAAAATMAAAARELVLRAGTSDME |None None None |None None None None None None
sapiens  [protein EEEGPLAGGPGLQEPLQLGELDITSD

sorting- EFILDEVDVHIQANLEDELVKEALKT

associated GVDLRHYSKQVELELQQIEQKSIRDY

protein 52 IQESENIASLHNQITACDAVLERME

homolog QMLGAFQSDLSSISSEIRTLQEQSGA

MNIRLRNRQAVRGKLGELVDGLVVP
SALVTAILEAPVTEPRFLEQLQELDA
KAAAVREQEARGTAACADVRGVLDR
LRVKAVTKIREFILQKIYSFRKPMTN
YQIPQTALLKYRFFYQFLLGNERATA
KEIRDEYVETLSKIYLSYYRSYLGRL
MKVQYEEVAEKDDLMGVEDTAKKG
FFSKPSLRSRNTIFTLGTRGSVISPTE
LEAPILVPHTAQRGEQRYPFEALFRS
QHYALLDNSCREYLFICEFFVVSGPA
AHDLFHAVMGRTLSMTLKHLDSYL
ADCYDAIAVFLCIHIVLRFRNIAAKRD
VPALDRYWEQVLALLWPRFELILEM
NVQSVRSTDPQRLGGLDTRPHYITR
RYAEFSSALVSINQTIPNERTMQLLG
QLQVEVENFVLRVAAEFSSRKEQLV
FLINNYDMMLGVLMERAADDSKEV
ESFQQLLNARTQEFIEELLSPPFGGL
VAFVKEAEALIERGQAERLRGEEARV
TQLIRGFGSSWKSSVESLSQDVMRS
FTNFRNGTSIIQGALTQLIQLYHRFH
RVLSQPQLRALPARAELINIHHLMVE
LKKHKPNF




