endoplasmic |golgi plasma extracellular

UniprotkB Entry name organism full oglcnacscore o'glcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion N .

1D mame sites sites reticulum apparatus membrane [region

Q8N1K5 THMS1_HUMAN |Homo Protein [29.330492 S316 S584 30620550;35008409 MALSLEEFVHSLDLRTLPRVLEIQAG [None None None [None None None None None None
sapiens [THEMIS IYLEGSIYEMFGNECCFSTGEVIKITG

LKVKKIIAEICEQIEGCESLQPFELPM
NFPGLFKIVADKTPYLTMEEITRTIHI
GPSRLGHPCFYHQKDIKLENLIIKQG
EQIMLNSVEEIDGEIMVSCAVARNH
QTHSFNLPLSQEGEFYECEDERIYTL
KEIVEWKIPKNRTRTVNLTDFSNKW
DSTNPFPKDFYGTLILKPVYEIQGVM
KFRKDIIRILPSLDVEVKDITDSYDAN
WFLQLLSTEDLFEMTSKEFPIVTEVI
EAPEGNHLPQSILQPGKTIVIHKKYQ
IASRILASEIRSNFPKRHFLIPTSYKGK
FKRRPREFPTAYDLEIAKSEKEPLHV
VATKAFHSPHDKLSSVSVGDQFLVH
QSETTEVLCEGIKKVVNVLACEKILK
KSYEAALLPLYMEGGFVEVIHDKKQ
'YPISELCKQFRLPFNVKVSVRDLSIE
EDVLAATPGLQLEEDITDSYLLISDFA
NPTECWEIPVGRLNMTVQLVSNFSR
DAEPFLVRTLVEEITEEQYYMMRRY
ESSASHPPPRPPKHPSVEETKLTLLT
LAEERTVDLPKSPKRHHVDITKKLH
PNQAGLDSKVLIGSQNDLVDEEKER
SNRGATAIAETFKNEKHQK




